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Virus sample name: OMN/1434/2023
Sender reference: OMN/1434/2023
Location of origin: n/a
Country of origin: Oman
Date of collection: 2023
Host species:
Serotype: SAT2
Topotype: X1V
Lineage:
Sublineage:
Sequence length: 642
Ambiguities: 0
Material submitted for sequencing: n/a
Harvest date of material: n/a
Primers: n/a
Received for sequencing: n/a
Created: 28/03/2023
Last updated: 28/03/2023
VIBASys IDs: sample 52879, genome 52880, sequence viba_52881, sequencing info 52882
Most Closely Related Sequences
sequence virus name Host % Id. # Ambig. serotype topotype lineage sublineage
viba_51516 ETH/2/2022 bovine 99.2 0 SAT2 XIV
viba_51520 ETH/3/2022 bovine 99.1 0 SAT2 X1V
viba_52569 1RQ/2/2022 water buffalo 98.4 0 SAT2 X1V
viba_52565 TRQ/1/2022 water buffalo 98.4 0 SAT2 X1V
viba_52467  S19/Baghdad/IRQ/2022  water buffalo 98.4 0 SAT2 XIV
viba_52573 TRQ/3/2022 water buffalo 984 0 SAT2 XIV
viba_52577 1RQ/3/2023 cattle 98.4 0 SAT2 XIvV
viba_52593 1RQ/7/2023 cattle 98.4 0 SAT2 XIV
viba_52471 S41/Nineveh/IRQ/2023 cattle 98.4 0 SAT2 X1V
viba_52597 1RQ/8/2023 cattle 98.4 0 SAT2 X1V
Most Closely Related Prototype Sequences
see http://www.wrlfmd.org/fmdv-genome/fmd-prototype-strains
sequence virus name Host % Id. # Ambig. serotype topotype lineage sublineage
viba_724 ETH/2/91 cattle 84.5 0 SAT2 XIV
viba_139 ETH/2/2007 cattle 75.5 0 SAT2 XII
viba_752 SA/106/59 75.4 0 SAT2 1
viba_183  ZIM/14/2002  bovine 75.0 0 SAT2 I
viba_728 GHA/2/90 bovine 75.0 0 SAT2 Vv
viba_111 MAL/1/2003  bovine 74.9 0 SAT2 1
viba_470 KEN/2/84 bovine 74.6 0 SAT2 X
viba_193 SUD/6/77 74.5 0 SAT2 XTI
viba_500 NIG/2/75 bovine 74.4 0 SAT2 \%
viba_380 RHO/1/48 73.9 0 SAT2 III
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Virus sample name: OMN/1436/2023
Sender reference: OMN/1436/2023
Location of origin: n/a
Country of origin: Oman
Date of collection: 2023
Host species:
Serotype: SAT2
Topotype: X1V
Lineage:
Sublineage:
Sequence length: 642
Ambiguities: 0
Material submitted for sequencing: n/a
Harvest date of material: n/a
Primers: n/a
Received for sequencing: n/a
Created: 28/03/2023
Last updated: 28/03/2023
VIBASys IDs: sample 52883, genome 52884, sequence viba_52885, sequencing info 52886
Most Closely Related Sequences
sequence virus name Host % Id. # Ambig. serotype topotype lineage sublineage
viba_51516 ETH/2/2022 bovine 98.1 0 SAT2 X1V
viba_52881 OMN/1434/2023 98.1 0 SAT2 X1V
viba_51520 ETH/3/2022 bovine 98.0 0 SAT2 XIvV
viba_52657 TUR/79/2023 cattle 97.5 0 SAT2 X1v
viba_52569 1RQ/2/2022 water buffalo 97.5 0 SAT2 X1V
viba_52565 IRQ/1/2022 water buffalo  97.5 0 SAT2 XIV
viba_52467  S19/Baghdad/IRQ/2022  water buffalo 97.5 0 SAT2 XIv
viba_52573 1RQ/3/2022 water buffalo 97.5 0 SAT2 X1V
viba_52459  S26/Baghdad/IRQ/2022  water buffalo 97.5 0 SAT2 XV
viba_52471 S41/Nineveh/IRQ/2023 cattle 97.5 0 SAT2 XIvV
Most Closely Related Prototype Sequences
see http://www.wrlfmd.org/fmdv-genome/fmd-prototype-strains
sequence virus name Host % Id. # Ambig. serotype topotype lineage sublineage
viba_724 ETH/2/91 cattle 84.2 0 SAT2 X1V
viba_193 SUD/6/77 75.0 0 SAT2 XIII
viba_470 KEN/2/84 bovine 74.7 0 SAT2 X
viba_139 ETH/2/2007 cattle 74.7 0 SAT2 XIII
viba_111 MAL/1/2003  bovine 74.4 0 SAT2 1
viba_752 SA/106/59 74.2 0 SAT2 1
viba_183  ZIM/14/2002  bovine 74.1 0 SAT2 I
viba_500 NIG/2/75 bovine 74.1 0 SAT2 v
viba_728 GHA/2/90 bovine 73.5 0 SAT2 v
viba_189 RWA/1/2000 73.0 0 SAT2 VIII
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Report on FMDV SAT2 in Oman in 2023
Batch: WRLMEG/2023/00018
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Analysis Parameters

VP1 subsequence extractor:

Query sequence set:

Sequence database set:

Prototype sequence set:

Number of related sequences reported:
Minimal VPI1 subsequence match length
Sequence alignment method:

Sequence alignment length:

Phylogeny reconstruction method:
Number of bootstrap samples:

Random seed for bootstrapping:
Displaying bootstrap values above:
Number of sequences in tree capped at:
Number of prototype sequences in tree:
VIBASys version:

vpl_SAT2
WRLMEG/2023/00018-Oman-SAT?2 (2 sequences)
allseqs_SAT?2 (1159 sequences)
Iprototypes_SAT?2 (25 sequences)
10

600

muscle (default parameters)

642

fdnadist, fneighbor

1000

1

70.0%

100

11

reflabs-1.1.2

Sequences in the Phylogenetic Tree

All sequences in the tree are in taxonomic group FMDV/SAT?2

label accession host(s) lab country taxonomic information
OMN/1436/2023* n/a n/a ANSES Oman XV
OMN/1434/2023%* n/a n/a ANSES Oman X1V
ETH/2/2022 n/a bovine WRLFMD Ethiopia X1V
ETH/3/2022 n/a bovine WRLFMD Ethiopia XIV
TUR/79/2023* n/a cattle FMDI Turkey XIv
1RQ/9/2023 n/a water buffalo WRLFMD Iraq XIV
S26/Baghdad/IRQ/2022* | n/a water buffalo FMDI Iraq XV
1RQ/3/2022 n/a water buffalo WRLFMD Iraq X1V
1RQ/5/2023 n/a cattle WRLFMD Iraq XIV
1RQ/1/2022 n/a water buffalo WRLFMD Iraq XIvV
S19/Baghdad/IRQ/2022* | n/a water buffalo FMDI Iraq XIV
1RQ/2/2022 n/a water buffalo WRLFMD Iraq XIV
S41/Nineveh/IRQ/2023* n/a cattle FMDI Iraq XIV
1RQ/3/2023 n/a cattle WRLFMD ITraq XV
1RQ/4/2023 n/a cattle WRLFMD Iraq XV
S25/Baghdad/IRQ/2022* | n/a water buffalo FMDI Iraq XV
1RQ/8/2023 n/a cattle WRLFMD Iraq XV
1RQ/7/2023 n/a cattle WRLFMD Iraq X1V
1RQ/6/2023 n/a cattle WRLFMD Iraq XIV
JOR/13/2023 n/a cattle WRLFMD Jordan X1V
JOR/6/2023 n/a cattle WRLFMD Jordan XIV
JOR/12/2023 n/a cattle WRLFMD Jordan XV
JOR/27/2023 n/a cattle WRLFMD Jordan XIV
JOR/23/2023 n/a cattle WRLFMD Jordan X1V
JOR/22/2023 n/a cattle WRLFMD Jordan XIV
JOR/10/2023 n/a cattle WRLFMD Jordan X1V
JOR/2023* n/a cattle JUST Jordan XIV
JOR/14/2023 n/a cattle WRLFMD Jordan X1V
JOR/1/2023 n/a cattle WRLFMD Jordan X1V
JOR/9/2023 n/a cattle WRLFMD Jordan X1V
JOR/19/2023 n/a cattle WRLFMD Jordan X1V
JOR/26/2023 n/a cattle WRLFMD Jordan XIV
JOR/18/2023 n/a cattle WRLFMD Jordan X1V
JOR/7/2023 n/a cattle WRLFMD Jordan XIvV
JOR/11/2023 n/a cattle WRLFMD Jordan XIV
JOR/17/2023 n/a cattle WRLFMD Jordan X1V

continued on next page
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label accession host(s) lab country taxonomic information
JOR/20/2023 n/a cattle WRLFMD Jordan X1V
JOR/5/2023 n/a cattle WRLFMD Jordan X1V
JOR/8/2023 n/a cattle WRLFMD Jordan X1V
JOR/4/2023 n/a cattle WRLFMD Jordan X1V
JOR/16/2023 n/a cattle WRLFMD Jordan XIV
JOR/25/2023 n/a cattle WRLFMD Jordan X1V
JOR/3/2023 n/a cattle WRLFMD Jordan X1V
ETH/2/91 AY343938 cattle OVI Ethiopia XIV
ETH/3/91 FJ798160 cattle WRLFMD Ethiopia X1V
ETH/1/91 FJ798158 cattle WRLFMD Ethiopia X1V
ETH/2/91 FJ798159 cattle WRLFMD Ethiopia X1V
SuUD/6/77 AY343939 n/a OVI Sudan XIII
SUD/9/77 AY442014 n/a OVI Sudan XIII
ETH/2/2007 FJ798161 cattle WRLFMD Ethiopia XIII
ETH/76/2009 KF112954 cattle WRLFMD Ethiopia XIII
ETH/75/2009 KF112953 cattle WRLFMD Ethiopia XIII
ETH/77/2009 KF112955 cattle WRLFMD Ethiopia X1
ETH/56/2009 KF112943 cattle WRLFMD Ethiopia XIIT
BUL-003-P/UGA/2016* MH367445 cattle PIADC Uganda VII
BUL-293-P/UGA/2016* MH367454 cattle PIADC Uganda VII
BUL-278-P/UGA/2016* MH367464 cattle PIADC Uganda VII
BUL-285-P/UGA/2016* MH367460 cattle PIADC Uganda VII
BUL-271-P/UGA/2016* MH367466 cattle PIADC Uganda VII
BUL-273-P/UGA/2016* MH367463 cattle PIADC Uganda VII
BUL-224-P/UGA/2016* MH367447 cattle PIADC Uganda VII
BUL-050-P/UGA/2016* MH367446 cattle PIADC Uganda VII
BUL-033-P/UGA/2016* MH367450 cattle PIADC Uganda VII
BUL-215-P/UGA/2016* MH367452 cattle PIADC Uganda VII
KEN/2/84 AY343941 bovine OVI Kenya X
RWA/1/2000* AF367134 n/a OVI Rwanda VIII
GHA/2/90 AF479415 bovine OVI Ghana A\
NIG/2/75 AF367139 bovine OVI Nigeria \"
ZAM/11/2019 n/a bovine WRLFMD Zambia 1
ZAM/12/2019 n/a bovine WRLFMD Zambia 1
MAL/1/2003 n/a bovine WRLFMD Malawi 1
ZIM/P18/91 GN-5* n/a African buffalo | WRLFMD Zimbabwe 1
ZIM/P18/91 GN-3* n/a African buffalo | WRLFMD Zimbabwe 1
ZIM/P18/91 GN-9* n/a African buffalo | WRLFMD Zimbabwe 1
ZIM/18/2002 n/a bovine WRLFMD Zimbabwe 1
ZIM/7/2003 n/a n/a WRLFMD Zimbabwe 1
ZIM/8/2003 n/a n/a WRLFMD Zimbabwe 1
ZIM/12/2003 n/a n/a WRLFMD Zimbabwe 1
ZIM/11/2003 n/a n/a WRLFMD Zimbabwe 1
ZIM/14/2003 n/a n/a WRLFMD Zimbabwe 1
ZIM/17/2003 n/a n/a WRLFMD Zimbabwe 1
ZIM/15/2003 n/a n/a WRLFMD Zimbabwe 1
ZIM/14/2002 KF219689 bovine WRLFMD Zimbabwe 1
ZIM/5/2010 n/a cattle WRLFMD Zimbabwe 1
ZIM/6/2010 n/a cattle WRLFMD Zimbabwe 1
ZIM/10/2010 n/a bovine WRLFMD Zimbabwe 1
ZIM/P7/94 MT-8* n/a n/a WRLFMD Zimbabwe 1
KNP/7/88* AF367103 African buffalo | OVI South Africa 1
(KNP)
KNP/2/89* AF367109 impala OVI South Africa 1
(KNP)
KNP/17/88* AF367105 impala OVI South Africa 1
(KNP)
KNP/16/88* AF367104 impala OVI South Africa I
(KNP)
KNP/20/88* AF367107 impala OVI South Africa I
(KNP)
KNP/18/88* AF367138 impala OVI South Africa 1
(KNP)
KNP/19/88* AF367106 impala OVI South Africa I
(KNP)
SA/106/59 AY593848 n/a PIADC South Africa 1
(SA)

continued on next page
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http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=9897
http://www.ncbi.nlm.nih.gov/nuccore/AF367107
http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=9897
http://www.ncbi.nlm.nih.gov/nuccore/AF367138
http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=9897
http://www.ncbi.nlm.nih.gov/nuccore/AF367106
http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=9897
http://www.ncbi.nlm.nih.gov/nuccore/AY593848
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label \ accession \ host(s) \ lab \ country \ taxonomic information
MOZ/4/83* AF367101 n/a OVI Mozambique I

KEN/7/2005 n/a cattle WRLFMD Kenya v

RHO/1/48 AY593847 n/a PIADC Rhodesia it

* not a WRLFMD Reference Number
n/a, not available
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http://www.ncbi.nlm.nih.gov/nuccore/AF367101
http://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=9913
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