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Serotype: O Report date: 02/07/2013
WRLFMD Ref No: CAM/1/2012 Reported by: N.J. Knowles
Batch No: WRLFMD/2013/00013 Checked by: D.P. King
Sender Ref: CAM 2/12R1B3
Location: Kratie province, Cambodia Topotype: ME-SA
Date collected: 24/09/2012 Genotype/strain: PanAsia
Date received by WRLFMD: 17/06/2013  Sequence filename: CAM12-01.SEQ
Date received for sequencing: 21/06/2013  Date sequence last updated: 02/07/2013
Species: Cattle No. of Nt determined: 639
Material used: BTyl 19/06/2013 No. of ambiguities: 0
Region sequenced: VPI Gene length: 639
RT-PCR primers: O-1C244F/EUR-2B52R  Total no. of comparisons: 3665
O-1C272F/EUR-2B52R  Min. no. of nt for comparison: 600
Total turn-around time: 15 days
Sequencing time: 11 days
Comments:
Most Closely Related Viruses
Pos.  Virus name Filename L\\:Il;])t I::;'C?:‘ ‘J:::b:;; %I1d. % Diff.  Topotype Strain
1 QICAM/2/2012 CAM12-02 639 639 0 100.00 0.00 ME-SA PanAsia
2 OICAM/1/2010 CAM10-01 639 626 0 97.97 203 ME-SA PanAsia
3 0/ICAM/3/2010 CAM10-03 639 626 0 97.97 2.03 ME-SA PanAsia
4 OI/CAM/B/2010 CAM10-06 639 626 0 97.97 2.03 ME-SA PanAsia
5 QI/CAM/2/2010 CAM10-02 639 625 0 97.81 219 ME-SA PanAsia
6  O/NITIN3/2010 VIT10-13 639 625 0 97.81 219 ME-SA PanAsia
7 ONITI7I2010 VIT10-07 639 624 0 97.65 2.35 ME-SA PanAsia
8 OwNIT/8I2010 VIT10-08 639 624 0 97.65 2.35 ME-SA PanAsia
9  QICAM/4/2010 CAM10-04 639 623 0 97.50 2.50 ME-SA PanAsia
10  Q/CAM/5/2010 CAM10-05 639 623 0 97.50 2.50 ME-SA PanAsia
Most Closely Related Reference Viruses
(see http://www.wrlfind.org/fmd_genotyping/prototypes.htm)
Pos.  Virus name Filename :L];I :::I.cill:‘ :::h::_:l Y% ld. % DiIT.  Topotype Strain
1 O/UKG/35/2001 (AJ539141) UKGO01-35 639 594 0 92.96 7.04 ME-SA PanAsia
2 O/IRN/8/2005 IRNO5-08 639 582 0 91.08 892 ME-SA PanAsia-2
3 O/IRN/31/2009 IRN09-31 639 581 0 9092 908 ME-SA PanAsia-2"*%
4 OQ/IRN/18/2010 IRN10-18 639 578 0 9045 9.55 ME-SA  PanAsia-2%"-%
5 O/KUWI3/97 (DQ1643804) KUWS7-03 639 578 0 90.45 9.55 ME-SA Ind-2001a
6 O/IRN/88/2009 IRNO9-88 639 576 0 9014 986 ME-SA PanAsia-2""""
7 O/TUR/257/2008" (FMDI)  TURO8-AD 639 576 0 9014 986 ME-SA PanAsia-2""%
8 0/BHU/3/2009 BHUOS-03 639 575 0 89.88 10.02 ME-SA Ind-2001d
9 O/PAK/16/2010 PAK10-16 639 574 0 89.83 10.17 ME-SA  PanAsia-2"V""°
10 O/OMN/7/2001 (DQ164941) OMNO1-07 639 573 0 89.67 10.33 ME-SA Ind-2001b

nt. nucleotides
*.nota WRLFMD reference number
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Serotype: O Report date: 02/07/2013
WRLFMD Ref No: CAM/2/2012 Reported by: N.J. Knowles
Batch No: WRLFMD/2013/00013 Checked by: D.P. King
Sender Ref: CAM 4/12R1B3
Location: Kratie province, Cambodia Topotype: ME-SA
Date collected: 24/09/2012 Genotype/strain: PanAsia
Date received by WRLFMD: 17/06/2013  Sequence filename: CAM12-02.SEQ
Date received for sequencing: 21/06/2013  Date sequence last updated: 02/07/2013
Species: Cattle No. of Nt determined: 639
Material used: BTy1 19/06/2013 No. of ambiguities: 0
Region sequenced: VPI Gene length: 639
RT-PCR primers: O-1C244F/EUR-2B52R  Total no. of comparisons: 3665
O-1C272F/EUR-2B52R  Min. no. of nt for comparison: 600
Total turn-around time: 15 days
Sequencing time: 11 days
Comments:
Most Closely Related Viruses
Pos. Virus name Filename i::n:l :::I'C’II: :::h:: %I1d.  %Diff. Topotype Strain
1 O/CAM/1/2012 CAM12-01 639 639 0 100.00 0.00 ME-SA PanAsia
2 QICAM/1/2010 CAM10-01 639 626 0 9797 203 ME-SA PanAsia
3 O/CAM/3/2010 CAM10-03 639 626 0] 97.97 2.03 ME-SA PanAsia
4  QICAM/B/2010 CAM10-06 639 626 0 97.97 2.03 ME-SA PanAsia
5 O/CAM/2/2010 CAM10-02 639 625 0 97.81 2.19 ME-SA PanAsia
6 ONIT/13/2010 VIT10-13 639 625 0 97.81 2.19 ME-SA PanAsia
7 ONIT/7/2010 VIT10-07 639 624 0 97.65 2.35 ME-SA PanAsia
8 O/NVIT/8/2010 VIT10-08 639 624 0 9765 235 ME-SA PanAsia
9 O/CAM/4/2010 CAM10-04 639 623 0 97.50 250 ME-SA PanAsia
10 O/CAM/5/2010 CAM10-05 639 623 0 97.50 2.50 ME-SA PanAsia
Most Closely Related Reference Viruses
(see http://www.wrlfind.org/fimd_genotyping/prototypes.htm)
Pos.  Virus name Filename :::n;l :i:(l)l'clill l :::["i(:;‘ %I1d.  %Diff. Topotype Strain
1 O/UKG/35/2001 (AJ539141) UKG01-35 639 594 0 92.96 7.04 ME-SA PanAsia
2 O/IRN/8/2005 IRNO5-08 639 582 0 91.08 8.92 ME-SA PanAsia-2
3 O/IRN/31/2009 IRN09-31 639 581 0 9092 908 MESA PanAsia-2"%%
4 O/IRN/18/2010 IRN10-18 639 578 0 9045 955 ME-SA PanAsia-2®®
5 Q/KUW/3/97 (DQ164904) KUWS7-03 639 578 0 90.45 9.55 ME-SA Ind-2001a
6 O/IRN/88/2009 IRNO9-88 639 576 0  90.14 986 ME-SA PanAsia-2""""
7 O/TUR/257/2008* (FMDI) ~ TUROB-AD 639 576 0 9014 986 ME-SA PanAsia-2"*%
8 0/BHU/3/2009 BHU09-03 639 575 0 8898 10.02 ME-SA Ind-2001d
9 O/PAK/16/2010 PAK10-16 639 574 0 8983 1017 ME-SA PanAsia-2""*"°
10 O/OMN/7/2001 (DQ164941) OMNO01-07 639 573 0 89.67 10.33 ME-SA Ind-2001b

nt. nucleotides
*.not a WRLFMD reference number

Assembled with Report Generator v4.1
© The Pirbright Institute (not 1o be reproduced without permission)



Report on FMDV O in

Cambodia in 2012
Batch: WRLFMD/2013/00013

’ indicates viruses in this batch

Software: MEGA 5.2

Analysis
Analysis Phylogeny Reconstruction
Scope All Selected Taxa
Statistical Method --—-----—----—- Neighbor-joining
Phylogeny Test
Test of Phylogeny ———------eee-emeeen Bootstrap method
No. of Bootstrap Replications -----—-- 1000
Substitution Model
Substitutions Type ---—---------—- Nucleotide
Model/Method -—--—emmmmmeeeeeem -- Kimura 2-parameter model
Substitutions to Include ----seeeeex d: Transitions + Transversions

Rates and Patterns
Rates among Sites -----—----—-----— Uniform rates

Pattern among Lineages -- Same (Homogeneous)
Data Subset to Use
Gaps/Missing Data Treatment -------- Pairwise deletion
Codons Included ---—sssssmmmmseeeee 1st+2nd+3rd+Non-Coding
No. of Sites : 645
No Of Bootstrap Reps = 1000
Only bootstrap values of 70% and above are shown

*, not a WRLFMD Ref. No.
N.J. Knowles, K. Bachanek-Bankowska & J. Wadsworth,
02 July 2013

© The Pirbright Institute
(not to be reproduced without permission)

QVCHAST2011° (JFBATATE)
onITH2R0N
ONVITRZR01
ONITAZ011
QAITMZ011
QNITIRZ011
OAVITIZAM201Y
OO0
rhoavmnizon
OLAQR010
ONITITR011
oNTBR011
OAAOM2012
OAAQR2012
OALAGAR012
OLACHRONZ
OLAQSR012
OAVITRER011
ﬁ ONITDAZ011
onmaszo
oAIMRTRON
[ AT
OAMS2011
owITazo1n
onITneZo01

oNIT 72011
O amkhatanAug2011 (ARRIAH)
‘" Ok AZOB2011" (JOTE5581)
U harKAZN2/2011° (JATB5582)
QVITATR01
ONITH 42011
oVITH 2011
CVITRA2011
QNITNE2010
oNvITR282011
CQATIA2011
ONVITR2W2011
oVITHRZ012
OWVITHR012
OVITB2012
CVITR2012
OVITR2012
ONITSZ012
t ONITN0R012
OTAVTZOTT
ONITrA2011
OVITRZ2011
b— OVTTI1472012
- OWVITR32011
OVITI7Z010
ONTTI2 12010
ONITA2010
ONITROROO
OALAD 12011
OLADRRO1
f onviITraz010
f ovitazoro
- ovITe2010
Io-‘:.*\w:nam
OTAMBROI0
OAIT/B010
= onviriaono
_lmrrerOtn
oNVITNER010
F e AMA4R2010
ONITI222010
ONITHOR010
ONVITHRDI0
ONITH RO
ONITIAZ010
CUCAMR/2010
AT AR0D
QICAMA 010
CICAMARZOI0
CICAMBRZ010
& ocAM o2
wl§ acamzno2
CVUKGASZ001 (AJS3I0141)
PanAsia-2
Irn-2001
Ind-2001
Pak-88
ONDMENTO (AF202107)
OMIDM2IT5" (AF204276)

01, TURMDE (AYSEIB23)

SEA

EA-3

EA-2

EA-4

wa

EA-1

CATHAY

ISA-1

ISA-2

EURO-SA

PanAsia

ME-SA




