”wnll: Mn INSTITUTE FOR ANIMAL HEALTH

Director: Professor John Fazakerley BSc, MBA, PhD, FRCPath
PIRBRIGHT LABORATORY

Ash Road,

Pirbright,

Surrey,

GU24 ONF

Intn Tel: 00 44 1483 232441

Tel: 01483 232441 Fax: 01483 232621

FMD Genotyping Report

Lab Reference WRL Batch Number: WRLFMD/2011/00042
Sender Details:

Date Received: 29" September 2011
Country of Origin: Democratic Republic of Congo
Date Reported: 18" October 2011

Dear Dr. Mulinda,

Sequencing work has now been completed in respect of the samples you submitted and the details
are as attached. Please note that all of our phylogenetic trees can be accessed via the internet at:
http://www.wrlfmd.or,

Results Approved By: Official Stamp:

Date: IO ,10”
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Reference Laboratory by fax (+44 (0) 1483 232621 or email: elizabeth.wilson@bbsrc.ac.uk). IAH
actively seeks and appreciates feedback, if you would like to offer feedback please complete the
WRLFMD survey here: http://www.surveymonkey.com/s/WRLFMD
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FAO World Reference Laboratory for FMD Genotyping Report
IAH-P-EP-MEG-FOR-005-3

Page 1 of 1
Serotype: A Report date: 25/10/2011
WRLFMD Ref No: COD/2/2011 Reported by: N.J. Knowles
Batch No: WRLFMD/2011/00042 Checked by: D.P. King
Sender Ref: KAL 22
Location: Kala, Sud-Kivu, Plaine De La Ruzizi, Topotype: AFRICA
Dem.Rep.Congo Genotype/strain: G-I
Date collected: 01/02/2011 Sequence filename: COD11-02.SEQ
Date received by WRLFMD: 29/09/2011 Date sequence last updated: 19/10/2011
Date received for sequencing: 18/10/2011 No. of Nt determined: 639
Species: Cattle No. of ambiguities: 0
Material used: BTyl Gene length: 639
Region sequenced: VP1 Total no. of comparisons: 1353
RT-PCR primers: A-1C562F/EUR-2B52R Min. no. of nt for comparison: 600
A-1C612F/EUR-2B52R Total turn-around time: 26 days
Sequencing time: 7 days
Comments:
Most Closely Related Viruses

Pos. Virus name Filename cNo(:ﬁg.t mgt.cr:. ;\ln?bi()g;f. % Id. % Diff. Topotype Strain
1 A/COD/10/2011 COD11-10 639 637 0 9969 031 AFRICA G-
2 A/COD/11/2011 COD11-11 639 637 0 9969 031 AFRICA G-l
3 A/COD/12/2011 COD11-12 639 637 0 9969 031 AFRICA G-l
4 A/COD/8/2011 COD11-08 639 637 0 9969 031 AFRICA G-l
5 A/COD/9/2011 COD11-09 639 637 0 9969 031 AFRICA G-l
6 A/COD/3/2011 COD11-03 639 636 0 9953 047 AFRICA G-l
7 AJKEN/28/2008 KEN08-28 639 625 0 9781 219 AFRICA G-
8 A/TAN/47/2009 TAN09-47 639 620 0 97.03 297 AFRICA G-
9  A/KEN/22/2009 KEN09-22 639 619 0 9687 313 AFRICA G-

10 A/TAN/42/2009 TAN09-42 639 619 0O 96.87 313 AFRICA G-
Most Closely Related Reference Viruses
(see http://mwww.wrlfmd.org/fmd_genotyping/prototypes.htm)

Pos. Virus name Filename cNo(:ﬁg.t mgt.c%t. ;\ln?bi()g;f. % 1d. % Diff. Topotype Strain
1 A/KEN/42/66 (K18/66) KEN66-42 639 542 0 8482 1518 AFRICA G-l
2 AINGR/2/73 NGR73-02 639 526 0 8232 17.68 AFRICA G-V
3 A21/Lumbwa/KEN/64 (AY593761) KEN64-AA 639 524 0 8200 18.00 AFRICA G-l
4 A12/UK/119/32 (M10975) UKG32119 639 523 0 8185 1815 EURO-SA Ap
5 A/UGA/13/66 UGA66-13 639 521 0 8153 1847 AFRICA G-ViI
6 A/EGY/1/72 (EF208756) EGY72-01 639 520 0 8138 1862 AFRICA Gl
7 AIGHA/16/73 GHA73-16 636 517 0 8129 1871 AFRICA G-VI
8  A5/Allier/FRA/60 (AY593780) FRAG0--F 636 513 0 80.66 19.34 EURO-SA As
9 A/SUD/3/77 (GU566064) SUD77-03 639 515 0 8059 1941 AFRICA G-IV

10  A22/IRQ/64 (AY593763) IRQ64--A 639 511 0  79.97 20.03 ASIA A22

nt, nucleotides
* not a WRLFMD reference number

Assembled with Report Generator v4.1
© Institute for Animal Health (not to be reproduced without permission)
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FAO World Reference Laboratory for FMD Genotyping Report
IAH-P-EP-MEG-FOR-005-3
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Serotype: A Report date: 25/10/2011
WRLFMD Ref No: COD/3/2011 Reported by: N.J. Knowles
Batch No: WRLFM D/2011/00042 Checked by: D.P. King
Sender Ref: KAV 29
Location: Kavunge, Sud-Kivu, Plaine DeLa Ruzizi, Topotype: AFRICA
Dem.Rep.Congo Genotypé/strain: G-1
Date collected: 02/02/2011 Sequence filename: COD11-03.SEQ
Date received by WRLFMD: 29/09/2011 Date sequence last updated: 19/10/2011
Date received for sequencing: 18/10/2011 No. of Nt determined: 639
Species: Cattle No. of ambiguities: O
Material used: BTyl Gene length: 639
Region sequenced: VP1 Total no. of comparisons: 1353
RT-PCR primers: A-1C562F/EUR-2B52R Min. no. of nt for comparison: 600
A-1C612F/EUR-2B52R Total turn-around time: 26 days
Sequencing time: 7 days
Comments:
Most Closely Related Viruses

Pos. Virusname Filename Eo?ngt rll\lqgt.cﬁ aNn?blc;f %Id. %Diff. Topotype  Strain
1 A/COD/10/2011 COD11-10 639 638 0 99.84 0.16 AFRICA G-l
2 A/ICOD/11/2011 COD11-11 639 638 0O 99.84 0.16 AFRICA G-l
3 A/COD/12/2011 COD11-12 639 638 0O 99.84 0.16 AFRICA G-l
4  A/COD/8/2011 COD11-08 639 638 0O 99.84 0.16 AFRICA G-l
5 A/COD/9/2011 COD11-09 639 638 0O 99.84 0.16 AFRICA G-l
6 A/COD/2/2011 COD11-02 639 636 0 9953 0.47  AFRICA G-l
7 A/KEN/28/2008 KEN08-28 639 626 0 97.97 203 AFRICA G-l
8 A/TAN/47/2009 TAN09-47 639 621 0 97.18 2.82 AFRICA G-l
9  A/KEN/22/2009 KEN09-22 639 620 0 97.03 297 AFRICA G-l

10 A/TAN/42/2009 TAN09-42 639 620 0 97.03 297 AFRICA G-l
Most Closely Related Reference Viruses
(see http://mwww.wrlfmd.org/fmd _genotyping/prototypes.htm)

Pos. Virusname Filename Eo?ngt m;crp]t_ aNn?blc;]f %Id. %Diff. Topotype  Strain
1 A/KEN/42/66 (K18/66) KEN66-42 639 543 0 8498 15.02 AFRICA G-l
2 AINGR/2/73 NGR73-02 639 527 0 8247 1753 AFRICA G-V
3 A21/Lumbwa/KEN/64 (AY593761) KENG64-AA 639 525 0 8216 17.84 AFRICA G-l
4 AJUGA/13/66 UGA66-13 639 522 0 8169 1831 AFRICA G-V
5  A12/UK/119/32 (M10975) UKG32119 639 522 0 8169 1831 EURO-SA Ap
6 A/EGY/1/72 (EF208756) EGY72-01 639 521 0 8153 1847 AFRICA G-l
7 AIGHA/16/73 GHA73-16 636 518 0 8145 1855 AFRICA G-VI
8 A/SUD/3/77 (GU566064) SUD77-03 639 516 0 8075 19.25 AFRICA G-IV
9 AS5/Allier/FRA/60 (AY593780) FRAGO--F 636 512 0 8050 19.50 EURO-SA As

10 A/IRN/22/99 (EF208772) IRN99-22 636 509 0 80.03 19.97 ASIA  Iran-99

nt, nucleotides
* not a WRLFMD reference number

Assembled with Report Generator v4.1

© Ingtitute for Animal Health (not to be reproduced without permission)
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Serotype: A Report date: 25/10/2011
WRLFMD Ref No: COD/8/2011 Reported by: N.J. Knowles
Batch No: WRLFM D/2011/00042 Checked by: D.P. King
Sender Ref: IKAV 52
Location: Kavunge, Sud-Kivu, Plainede La Ruzizi, Topotype: AFRICA
Dem.Rep.Congo Genotypé/strain: G-1
Date collected: 02/02/2011 Sequence filename: COD11-08.SEQ
Date received by WRLFMD: 29/09/2011 Date sequence last updated: 19/10/2011
Date received for sequencing: 18/10/2011 No. of Nt determined: 639
Species: Cattle No. of ambiguities: O
Material used: BTyl Gene length: 639
Region sequenced: VP1 Total no. of comparisons: 1353
RT-PCR primers: A-1C562F/EUR-2B52R Min. no. of nt for comparison: 600
A-1C612F/EUR-2B52R Total turn-around time: 26 days
Sequencing time: 7 days
Comments:
Most Closely Related Viruses

Pos. Virusname Filename Eo?ngt rll\lqgt.cﬁ aNn?b:;f %Id. %Diff. Topotype Strain
1 A/COD/10/2011 COD11-10 639 639 0 100.00 0.00 AFRICA G-
2 A/ICOD/11/2011 COD11-11 639 639 0 100.00 0.00 AFRICA G-I
3 A/COD/12/2011 COD11-12 639 639 0 100.00 0.00 AFRICA G-
4  A/COD/9/2011 COD11-09 639 639 0 100.00 0.00 AFRICA G-
5 A/COD/3/2011 COD11-03 639 638 0 99.84 0.16 AFRICA G-l
6 A/COD/2/2011 COD11-02 639 637 0 99.69 031 AFRICA G-l
7 A/KEN/28/2008 KEN08-28 639 627 0 98.12 1.88 AFRICA G-l
8 A/TAN/47/2009 TAN09-47 639 622 0 97.34 266 AFRICA G-l
9  A/KEN/22/2009 KEN09-22 639 621 0 97.18 2.82 AFRICA G-l

10 A/TAN/42/2009 TAN09-42 639 621 0 97.18 2.82 AFRICA G-l
Most Closely Related Reference Viruses
(see http://mwww.wrlfmd.org/fmd _genotyping/prototypes.htm)

Pos. Virusname Filename Eo?ngt m;crp]t_ aNn?br;]f %Id. %Diff. Topotype Strain
1 A/KEN/42/66 (K18/66) KEN66-42 639 544 0 85.13 14.87 AFRICA G-l
2 AINGR/2/73 NGR73-02 639 528 0 82.63 17.37 AFRICA G-V
3 A21/Lumbwa/KEN/64 (AY593761) KEN64-AA 639 526 0 82.32 17.68 AFRICA G-l
4 AJUGA/13/66 UGA66-13 639 523 0 81.85 18.15 AFRICA G-VI
5  A12/UK/119/32 (M10975) UKG32119 639 523 0 81.85 18.15 EURO-SA Ap
6 A/EGY/1/72 (EF208756) EGY72-01 639 522 0 81.69 18.31 AFRICA G-l
7 AIGHA/16/73 GHA73-16 636 519 0 81.60 18.40 AFRICA G-VI
8 A/SUD/3/77 (GU566064) SuUD77-03 639 517 0 80.91 19.09 AFRICA G-IV
9  AS5/Allier/FRA/60 (AY593780) FRA60--F 636 513 0 80.66 19.34 EURO-SA As

10  A23/Kitale/KEN/64 (AY593766) KEN64-AB 639 512 0 80.13 19.87 AFRICA G-V

nt, nucleotides
* not a WRLFMD reference number

Assembled with Report Generator v4.1
© Ingtitute for Animal Health (not to be reproduced without permission)
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FAO World Reference Laboratory for FMD Genotyping Report
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Serotype: A Report date: 25/10/2011
WRLFMD Ref No: COD/9/2011 Reported by: N.J. Knowles
Batch No: WRLFM D/2011/00042 Checked by: D.P. King
Sender Ref: KIT 83
Location: Kitemesho, Sud -Kivo, Plaine DeLa Ruzizi, Topotype: AFRICA
Dem.Rep.Congo Genotype/strain: G-1
Date collected: 03/02/2011 Sequence filename: COD11-09.SEQ
Date received by WRLFMD: 29/09/2011 Date sequence last updated: 19/10/2011
Date received for sequencing: 18/10/2011 No. of Nt determined: 639
Species: Cattle No. of ambiguities: O
Material used: BTyl Gene length: 639
Region sequenced: VP1 Total no. of comparisons: 1353
RT-PCR primers: A-1C562F/EUR-2B52R Min. no. of nt for comparison: 600
A-1C612F/EUR-2B52R Total turn-around time: 26 days
Sequencing time: 7 days
Comments:
Most Closely Related Viruses

Pos. Virusname Filename Eo?ngt rll\lqgt.cﬁ aNn?b:;f %Id. %Diff. Topotype Strain
1 A/COD/10/2011 COD11-10 639 639 0 100.00 0.00 AFRICA G-
2 A/ICOD/11/2011 COD11-11 639 639 0 100.00 0.00 AFRICA G-
3 A/COD/12/2011 COD11-12 639 639 0 100.00 0.00 AFRICA G-
4  A/COD/8/2011 COD11-08 639 639 0 100.00 0.00 AFRICA G-
5 A/COD/3/2011 COD11-03 639 638 0 99.84 0.16 AFRICA G-l
6 A/COD/2/2011 COD11-02 639 637 0 99.69 031 AFRICA G-l
7 A/KEN/28/2008 KEN08-28 639 627 0 98.12 1.88 AFRICA G-l
8 A/TAN/47/2009 TAN09-47 639 622 0 97.34 266 AFRICA G-l
9  A/KEN/22/2009 KEN09-22 639 621 0 97.18 2.82 AFRICA G-l

10 A/TAN/42/2009 TAN09-42 639 621 0 97.18 2.82 AFRICA G-l
Most Closely Related Reference Viruses
(see http://mwww.wrlfmd.org/fmd _genotyping/prototypes.htm)

Pos. Virusname Filename Eo?ngt m;crp]t_ aNn?br;]f %Id. %Diff. Topotype Strain
1 A/KEN/42/66 (K18/66) KEN66-42 639 544 0 85.13 14.87 AFRICA G-l
2 AINGR/2/73 NGR73-02 639 528 0 82.63 17.37 AFRICA G-V
3 A21/Lumbwa/KEN/64 (AY593761) KEN64-AA 639 526 0 82.32 17.68 AFRICA G-l
4 AJUGA/13/66 UGA66-13 639 523 0 81.85 18.15 AFRICA G-VI
5  A12/UK/119/32 (M10975) UKG32119 639 523 0 81.85 18.15 EURO-SA Ap
6 A/EGY/1/72 (EF208756) EGY72-01 639 522 0 81.69 18.31 AFRICA G-l
7 AIGHA/16/73 GHA73-16 636 519 0 81.60 18.40 AFRICA G-VI
8 A/SUD/3/77 (GU566064) SuUD77-03 639 517 0 80.91 19.09 AFRICA G-IV
9 AS5/Allier/FRA/60 (AY593780) FRA60--F 636 513 0 80.66 19.34 EURO-SA As

10  A23/Kitale/KEN/64 (AY593766) KEN64-AB 639 512 0 80.13 19.87 AFRICA G-V

nt, nucleotides
* not a WRLFMD reference number

Assembled with Report Generator v4.1
© Ingtitute for Animal Health (not to be reproduced without permission)
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FAO World Reference Laboratory for FMD Genotyping Report
IAH-P-EP-MEG-FOR-005-3
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Serotype: A Report date: 25/10/2011
WRLFMD Ref No: COD/10/2011 Reported by: N.J. Knowles
Batch No: WRLFM D/2011/00042 Checked by: D.P. King
Sender Ref: KIT 86
Location: Kitemesho, Sud -Kivo, Plaine DeLa Ruzizi, Topotype: AFRICA
Dem.Rep.Congo Genotype/strain: G-I
Date collected: 03/02/2011 Sequence filename: COD11-10.SEQ
Date received by WRLFMD: 29/09/2011 Date sequence last updated: 19/10/2011
Date received for sequencing: 18/10/2011 No. of Nt determined: 639
Species: Cattle No. of ambiguities: O
Material used: BTy2 Gene length: 639
Region sequenced: VP1 Total no. of comparisons: 1353
RT-PCR primers: A-1C562F/EUR-2B52R Min. no. of nt for comparison: 600
A-1C612F/EUR-2B52R Total turn-around time: 26 days
Sequencing time: 7 days
Comments:
Most Closely Related Viruses

Pos. Virusname Filename Eo?ngt rll\lqgt.cﬁ aNn?b:;f %Id. %Diff. Topotype Strain
1 A/COD/11/2011 COD11-11 639 639 0 100.00 0.00 AFRICA G-
2 A/ICOD/12/2011 COD11-12 639 639 0 100.00 0.00 AFRICA G-
3 A/COD/8/2011 COD11-08 639 639 0 100.00 0.00 AFRICA G-
4  A/COD/9/2011 COD11-09 639 639 0 100.00 0.00 AFRICA G-
5 A/COD/3/2011 COD11-03 639 638 0 99.84 0.16 AFRICA G-l
6 A/COD/2/2011 COD11-02 639 637 0 99.69 031 AFRICA G-l
7 A/KEN/28/2008 KEN08-28 639 627 0 98.12 1.88 AFRICA G-l
8 A/TAN/47/2009 TAN09-47 639 622 0 97.34 266 AFRICA G-l
9  A/KEN/22/2009 KEN09-22 639 621 0 97.18 2.82 AFRICA G-l

10 A/TAN/42/2009 TAN09-42 639 621 0 97.18 2.82 AFRICA G-l
Most Closely Related Reference Viruses
(see http://mwww.wrlfmd.org/fmd _genotyping/prototypes.htm)

Pos. Virusname Filename Eo?ngt m;crp]t_ aNn?br;]f %Id. %Diff. Topotype Strain
1 A/KEN/42/66 (K18/66) KEN66-42 639 544 0 85.13 14.87 AFRICA G-l
2 AINGR/2/73 NGR73-02 639 528 0 82.63 17.37 AFRICA G-V
3 A21/Lumbwa/KEN/64 (AY593761) KEN64-AA 639 526 0 82.32 17.68 AFRICA G-l
4 AJUGA/13/66 UGA66-13 639 523 0 81.85 18.15 AFRICA G-VI
5  A12/UK/119/32 (M10975) UKG32119 639 523 0 81.85 18.15 EURO-SA Ap
6 A/EGY/1/72 (EF208756) EGY72-01 639 522 0 81.69 18.31 AFRICA G-l
7 AIGHA/16/73 GHA73-16 636 519 0 81.60 18.40 AFRICA G-VI
8 A/SUD/3/77 (GU566064) SuUD77-03 639 517 0 80.91 19.09 AFRICA G-IV
9 AS5/Allier/FRA/60 (AY593780) FRA60--F 636 513 0 80.66 19.34 EURO-SA As

10  A23/Kitale/KEN/64 (AY593766) KEN64-AB 639 512 0 80.13 19.87 AFRICA G-V

nt, nucleotides
* not a WRLFMD reference number

Assembled with Report Generator v4.1
© Ingtitute for Animal Health (not to be reproduced without permission)
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FAO World Reference Laboratory for FMD Genotyping Report
IAH-P-EP-MEG-FOR-005-3

Page 1 of 1
Serotype: A Report date: 25/10/2011
WRLFMD Ref No: COD/11/2011 Reported by: N.J. Knowles
Batch No: WRLFM D/2011/00042 Checked by: D.P. King
Sender Ref: KIT 89
Location: Kitemesho, Sud -Kivo, Plaine DeLa Ruzizi, Topotype: AFRICA
Dem.Rep.Congo Genotype/strain: G-I
Date collected: 03/02/2011 Sequence filename: COD11-11.SEQ
Date received by WRLFMD: 29/09/2011 Date sequence last updated: 19/10/2011
Date received for sequencing: 18/10/2011 No. of Nt determined: 639
Species: Cattle No. of ambiguities: O
Material used: BTy2 Gene length: 639
Region sequenced: VP1 Total no. of comparisons: 1353
RT-PCR primers: A-1C562F/EUR-2B52R Min. no. of nt for comparison: 600
A-1C612F/EUR-2B52R Total turn-around time: 26 days
Sequencing time: 7 days
Comments:
Most Closely Related Viruses

Pos. Virusname Filename Eo?ngt rll\lqgt.cﬁ aNn?b:;f %Id. %Diff. Topotype Strain
1 A/COD/10/2011 COD11-10 639 639 0 100.00 0.00 AFRICA G-
2 A/ICOD/12/2011 COD11-12 639 639 0 100.00 0.00 AFRICA G-
3 A/COD/8/2011 COD11-08 639 639 0 100.00 0.00 AFRICA G-
4  A/COD/9/2011 COD11-09 639 639 0 100.00 0.00 AFRICA G-
5 A/COD/3/2011 COD11-03 639 638 0 99.84 0.16 AFRICA G-l
6 A/COD/2/2011 COD11-02 639 637 0 99.69 031 AFRICA G-l
7 A/KEN/28/2008 KEN08-28 639 627 0 98.12 1.88 AFRICA G-l
8 A/TAN/47/2009 TAN09-47 639 622 0 97.34 266 AFRICA G-l
9  A/KEN/22/2009 KEN09-22 639 621 0 97.18 2.82 AFRICA G-l

10 A/TAN/42/2009 TAN09-42 639 621 0 97.18 2.82 AFRICA G-l
Most Closely Related Reference Viruses
(see http://mwww.wrlfmd.org/fmd _genotyping/prototypes.htm)

Pos. Virusname Filename Eo?ngt m;crp]t_ aNn?br;]f %Id. %Diff. Topotype Strain
1 A/KEN/42/66 (K18/66) KEN66-42 639 544 0 85.13 14.87 AFRICA G-l
2 AINGR/2/73 NGR73-02 639 528 0 82.63 17.37 AFRICA G-V
3 A21/Lumbwa/KEN/64 (AY593761) KEN64-AA 639 526 0 82.32 17.68 AFRICA G-l
4 AJUGA/13/66 UGA66-13 639 523 0 81.85 18.15 AFRICA G-VI
5  A12/UK/119/32 (M10975) UKG32119 639 523 0 81.85 18.15 EURO-SA Ap
6 A/EGY/1/72 (EF208756) EGY72-01 639 522 0 81.69 18.31 AFRICA G-l
7 AIGHA/16/73 GHA73-16 636 519 0 81.60 18.40 AFRICA G-VI
8 A/SUD/3/77 (GU566064) SuUD77-03 639 517 0 80.91 19.09 AFRICA G-IV
9 AS5/Allier/FRA/60 (AY593780) FRA60--F 636 513 0 80.66 19.34 EURO-SA As

10  A23/Kitale/KEN/64 (AY593766) KEN64-AB 639 512 0 80.13 19.87 AFRICA G-V

nt, nucleotides
* not a WRLFMD reference number

Assembled with Report Generator v4.1
© Ingtitute for Animal Health (not to be reproduced without permission)
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FAO World Reference Laboratory for FMD Genotyping Report
IAH-P-EP-MEG-FOR-005-3

Page 1 of 1
Serotype: A Report date: 25/10/2011
WRLFMD Ref No: COD/12/2011 Reported by: N.J. Knowles
Batch No: WRLFM D/2011/00042 Checked by: D.P. King
Sender Ref: KIT 92
Location: Kitemesho, Sud -Kivo, Plaine DeLa Ruzizi, Topotype: AFRICA
Dem.Rep.Congo Genotype/strain: G-I
Date collected: 03/02/2011 Sequence filename: COD11-12.SEQ
Date received by WRLFMD: 29/09/2011 Date sequence last updated: 19/10/2011
Date received for sequencing: 18/10/2011 No. of Nt determined: 639
Species: Cattle No. of ambiguities: O
Material used: BTyl Gene length: 639
Region sequenced: VP1 Total no. of comparisons: 1353
RT-PCR primers: A-1C562F/EUR-2B52R Min. no. of nt for comparison: 600
A-1C612F/EUR-2B52R Total turn-around time: 26 days
Sequencing time: 7 days
Comments:
Most Closely Related Viruses

Pos. Virusname Filename Eo?ngt rll\lqgt.cﬁ aNn?b:;f %Id. %Diff. Topotype Strain
1 A/COD/10/2011 COD11-10 639 639 0 100.00 0.00 AFRICA G-
2 A/ICOD/11/2011 COD11-11 639 639 0 100.00 0.00 AFRICA G-
3 A/COD/8/2011 COD11-08 639 639 0 100.00 0.00 AFRICA G-
4  A/COD/9/2011 COD11-09 639 639 0 100.00 0.00 AFRICA G-
5 A/COD/3/2011 COD11-03 639 638 0 99.84 0.16 AFRICA G-l
6 A/COD/2/2011 COD11-02 639 637 0 99.69 031 AFRICA G-l
7 A/KEN/28/2008 KEN08-28 639 627 0 98.12 1.88 AFRICA G-l
8 A/TAN/47/2009 TAN09-47 639 622 0 97.34 266 AFRICA G-l
9  A/KEN/22/2009 KEN09-22 639 621 0 97.18 2.82 AFRICA G-l

10 A/TAN/42/2009 TAN09-42 639 621 0 97.18 2.82 AFRICA G-l
Most Closely Related Reference Viruses
(see http://mwww.wrlfmd.org/fmd _genotyping/prototypes.htm)

Pos. Virusname Filename Eo?ngt m;crp]t_ aNn?br;]f %Id. %Diff. Topotype Strain
1 A/KEN/42/66 (K18/66) KEN66-42 639 544 0 85.13 14.87 AFRICA G-l
2 AINGR/2/73 NGR73-02 639 528 0 82.63 17.37 AFRICA G-V
3 A21/Lumbwa/KEN/64 (AY593761) KEN64-AA 639 526 0 82.32 17.68 AFRICA G-l
4 AJUGA/13/66 UGA66-13 639 523 0 81.85 18.15 AFRICA G-VI
5  A12/UK/119/32 (M10975) UKG32119 639 523 0 81.85 18.15 EURO-SA Ap
6 A/EGY/1/72 (EF208756) EGY72-01 639 522 0 81.69 18.31 AFRICA G-l
7 AIGHA/16/73 GHA73-16 636 519 0 81.60 18.40 AFRICA G-VI
8 A/SUD/3/77 (GU566064) SuUD77-03 639 517 0 80.91 19.09 AFRICA G-IV
9 AS5/Allier/FRA/60 (AY593780) FRA60--F 636 513 0 80.66 19.34 EURO-SA As

10  A23/Kitale/KEN/64 (AY593766) KEN64-AB 639 512 0 80.13 19.87 AFRICA G-V

nt, nucleotides
* not a WRLFMD reference number

Assembled with Report Generator v4.1
© Ingtitute for Animal Health (not to be reproduced without permission)
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@ AICOD/2/2011

Report on FMDV A in the
Democratic Republic of

the Congo in 2011
Batch: WRLFMD/2011/00042

@ A/COD/3/2011
@ A/COD/8/2011
¢ AICOD/9/2011
@ A/COD/10/2011
@ A/COD/11/2011
€ AICOD/12/2011
A/KEN/22/2009
AITAN/42/2009
AITAN/47/2009

‘ indicates viruses in this batch

Software: MEGA 5.0

Analysis
ANalYSis ----nmmrmmmm oo Phylogeny Reconstruction
Scope --------- - All Selected Taxa
Statistical Method ------------------ Neighbor-joining
Phylogeny Test
Test of Phylogeny ------------------- Bootstrap method
No. of Bootstrap Replications ------- 1000
Substitution Model
Substitutions Type ------------------ Nucleotide
Model/Method --------- - Kimura 2-parameter model

Substitutions to Include ------------
Rates and Patterns
Rates among Sites -------------------
Pattern among Lineages --------------
Data Subset to Use
Gaps/Missing Data Treatment ---------
Codons Included --------------------
No. of Sites : 639
No Of Bootstrap Reps = 1000
Only bootstrap values of 70% and above are shown

Uniform rates

* not a WRLFMD Ref. No.

N.J. Knowles & J. Wadsworth, 25 October 2011

© Ingtitute for Animal Health
(not to be reproduced without permission)

d: Transitions + Transversion

Same (Homogeneous)

Pairwise deletion
1st+2nd+3rd+Non-Coding

A/KEN/28/2008

AITAN/4/2009
AITAN/11/2009
AITAN/45/2009
A/KEN/12/2005 (K44/2005)

A/KEN/3/2006
8 A/KEN/7/2008

9k A/KEN/8/2008
AITAN/9/2009

90

% IA/TAN/11/2008
99 F A/TAN/12/2008

A/BUN/4/90

73

79

AlK49/84*
AIMAL/5/81
A/UGA/1/2002

- A/BUN/2/80
Ao
0 AITAN/2/68 (T626/68)
_:A/TAN/3/68 (T809/67)

AITAN/A/80

EA/KEN/42/66 (K18/66)
AIK16/74*

A/SOM/1/78

99 = A/K179/71* (KEN/1/76)

b A/K207/73%
r A/K5/80a* (recd2002)

AIKEN/1/95 (K4/95)
AJKEN/1/2003 (K177/03)
AIKEN/2/2003 (K181/03)
AIKEN/1/93 (K64/93)

o p A21/KEN/3/64

A21/Lumbwa/KEN/64 (AY593761)

99

AINIG/5/72
AIGHA/16/73
9% AITCH/2/73

AINGR/2/73
A/SUD/3/77 (GU566064)

A/EGY/1/72 (EF208756)

81
90

A/K35/80b*
AJKEN/B/96 (K15/96)
AIUGA/20/76

99

AIK37/84* (EU414532)

_: A/KEN/22/69 (K140/69)
% AIUGA/13/66

99 I AJETH/3/2005 (year nk)(EF208762)
AJ/ETH/4/2005 (2000)(EF208763)

90 p= A/JETH/12/2009
AJETH/13/2009

99 AI/ETH/4/2007 (FJ798150)

I?LI.A/ETH/7/2008
9 ks A/ETH/8/2008

A23/Kitale/KEN/64 (AY593766)

EURO-SA

0.02

G-l

G-l

G-VI

716GV
G-V
JG-

G-Vl

G-V

AFRICA
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