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Date Received: 21" May 2011
Country of Origin: Republic of Korea (South Korea)
Date Reported: 10" June 2011

Dear Dr Lee Kwang-Nyeong,

Sequencing work has now been completed in respect of the samples you submitted and the details
are as attached. Please note that all of our phylogenetic trees can be accessed via the internet at:
http://www.wrlfmd.org/

Results Approved Official Stamp:

Date: &D £l 4

A UKAS accredited testing laboratory No. 4025.

To help us improve the guality of our service, please send any suggestions or requests to the
Reference Laboratory by fax (+44 (0) 1483 232621 or email: elizabeth.wilson@bbsrc.ac.uk)
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Genotyping Report
Report Date for this Batch: 9 June 2011

FMDV type O

Country: Republic of Korea (South Korea)
Period: 2010-2011

No. of samples: 3

BATCH: WRLFMD/2011/00025
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FAO World Reference Laboratory for FMD Genotyping Report

IAH-P-EP-MEG-FOR-005-3

Page 1 of 1
Serotype: O Report date: 09/06/2011
WRLFMD Ref No: SKR/12/2010 Reported by: N.J. Knowles
Batch No: WRLFMD/2011/00025 Checked by: V. Mioulet
Sender Ref: 85-1
Location: Not given, Republic of Korea, Topotype: SEA
Date collected: 27/12/2010 Genotype/strain: Mya-98
Date received by WRLFMD: 21/05/2011  Sequence filename: SKR10-12.SEQ
Date received for sequencing: 26/05/2011  Date sequence last updated: 27/05/2011
Species: Cattle No. of Nt determined: 639
Material used: BTyl No. of ambiguities: 0
Region sequenced: VP1 Gene length: 639
RT-PCR primers: O-1C244F/EUR-2B52R  Tota no. of comparisons: 2998
0O-1C272F/EUR-2B52R  Min. no. of nt for comparison: 600
Tota turn-around time: 19 days
Sequencing time: 14 days
Comments:
Most Closely Related Viruses
Pos. Virusname Filename ’:oomgt r’:gt' C?]t aNrT?Bicg);f. %Id. %Diff. Topotype Strain
1 O/SKR/10/2010 SKR10-10 639 639 0  100.00 0.00 SEA Mya-98
2 O/Paju/SKR/2010 (NVRQS) SKR10-AF 639 634 0 99.22 0.78 SEA Mya-98
3 0/SKR/13/2010 SKR10-13 639 634 0 99.22 0.78 SEA Mya-98
4 O/SKR/3/2011 SKR11-03 639 634 0 99.22 0.78 SEA Mya-98
5 O/SKR/7/2010 SKR10-07 639 634 0 99.22 0.78 SEA Mya-98
6 O/SKR/8/2011 SKR11-08 639 634 0 99.22 0.78 SEA Mya-98
7 OlYeoncheon/SKR/2010 (NVRQS) SKRI10-AE 639 634 0 99.22 0.78 SEA Mya-98
8 O/Andong 1/SKR/2010 (NVRQS)  SKR10-AC 639 633 0 99.06 0.94 SEA Mya-98
9  O/HKN/13/2010 HKN10-13 639 633 0 99.06 0.94 SEA Mya-98
10 O/HKN/14/2010 HKN10-14 639 633 0 99.06  0.94 SEA Mya-98
Most Closely Related Reference Viruses
(see http://www.wrlfmd.org/fmd_genotyping/prototypes.htm)
Pos. Virusname Filename lgloomgt r’:gtcrr]]t ::I\In?t.)i%f. %Id. %Diff. Topotype Strain
1 O/IMYA/7/98 (DQ164925) MYA98-07 639 593 0 92.80 7.20 SEA Mya-98
2 OITAI/189/87* (TRRL) TAI87-AC 639 569 0 89.05 1095  SEA unnamed
3 O/CAM/3/98 (AJ294910) CAM98-03 639 541 0 84.66 1534  SEA Cam-94
4 O/IND/R2/75* (AF204276) IND75--A 639 541 0 84.66 15.34 ME-SA unnamed
5 O/PAK/16/2010 PAK10-16 639 540 0 8451 1549 ME-SA PanAsia-2"/"*°
6 O/IRN/8/2005 IRNO5-08 639 539 0 84.35 1565 ME-SA PanAsia-2
7 O/UKG/35/2001 (AJ539141) UKG01-35 639 539 0 84.35 1565 ME-SA PanAsia
8 OITUR/257/2008* (FMDI) TURO8-AD 639 537 0 84.04 1596 ME-SA PanAsia-2""%
9 O/ETH/3/2004 (FJ798109) ETH04-03 639 536 0 83.88 16.12  EA-3 unnamed
10 O/IRN/88/2009 IRN09-88 639 536 0 83.88  16.12 ME-SA _ PanAsia-2"""°
nt, nucleotides

* not aWRLFMD reference number
Assembled with Report Generator v4.1
© Institute for Animal Health
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FAO World Reference Laboratory for FMD Genotyping Report

IAH-P-EP-MEG-FOR-005-3
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Serotype: O Report date: 09/06/2011
WRLFMD Ref No: SKR/13/2010 Reported by: N.J. Knowles
Batch No: WRLFMD/2011/00025 Checked by: V. Mioulet
Sender Ref: 88-1
Location: Not given, Republic of Korea, Topotype: SEA
Date collected: 27/12/2010 Genotype/strain: Mya-98
Date received by WRLFMD: 21/05/2011  Sequence filename: SKR10-13.SEQ
Date received for sequencing: 26/05/2011  Date sequence last updated: 27/05/2011
Species: Cattle No. of Nt determined: 639
Material used: BTyl No. of ambiguities: 0
Region sequenced: VP1 Gene length: 639
RT-PCR primers: O-1C244F/EUR-2B52R  Tota no. of comparisons: 2998
0O-1C272F/EUR-2B52R  Min. no. of nt for comparison: 600
Total turn-around time: 19 days
Sequencing time: 14 days
Comments:
Most Closely Related Viruses
Pos. Virusname Filename ’:oomgt r’:gt' C?]t aNrT?Bicg);f. %Id. %Diff. Topotype Strain
1 0O/Paju/SKR/2010 (NVRQS) SKR10-AF 639 639 0  100.00 0.00 SEA Mya-98
2 O/SKR/3/2011 SKR11-03 639 639 0  100.00 0.00 SEA Mya-98
3 O/SKR/7/2010 SKR10-07 639 639 0  100.00 0.00 SEA Mya-98
4 O/SKR/1/2011 SKR11-01 639 638 0 99.84 0.16 SEA Mya-98
5 O/SKR/8/2011 SKR11-08 639 635 0 99.37 0.63 SEA Mya-98
6 O/Yeoncheon/SKR/2010 (NVRQS) SKR10-AE 639 635 0 99.37 0.63 SEA Mya-98
7 O/Andong 1/SKR/2010 (NVRQS)  SKR10-AC 639 634 0 99.22 0.78 SEA Mya-98
8 O/HKN/13/2010 HKN10-13 639 634 0 99.22 0.78 SEA Mya-98
9  O/HKN/14/2010 HKN10-14 639 634 0 99.22 0.78 SEA Mya-98
10 O/HKN/15/2010 HKN10-15 639 634 0 99.22  0.78 SEA Mya-98
Most Closely Related Reference Viruses
(see http://www.wrlfmd.org/fmd_genotyping/prototypes.htm)
Pos. Virusname Filename lgloomgt r’:gtcrr]]t ::I\In?t.)i%f. %Id. %Diff. Topotype Strain
1 O/IMYA/7/98 (DQ164925) MYA98-07 639 596 0 93.27 6.73 SEA Mya-98
2 OITAI/189/87* (TRRL) TAI87-AC 639 572 0 89.51 1049  SEA unnamed
3 O/CAM/3/98 (AJ294910) CAM98-03 639 544 0 85.13 14.87  SEA Cam-94
4 O/IND/R2/75* (AF204276) IND75-A 639 544 0 85.13 14.87 ME-SA unnamed
5 O/IRN/8/2005 IRNO5-08 639 542 0 84.82 1518 ME-SA PanAsia-2
6 O/PAK/16/2010 PAK10-16 639 541 0 84.66 15.34 ME-SA PanAsia-2"V"*°
7 O/ETHI/3/2004 (FJ798109) ETH04-03 639 539 0 84.35 1565  EA-3 unnamed
8 OITUR/257/2008* (FMDI) TURO8-AD 639 538 0 84.19 1581 ME-SA PanAsia-2™"%
9 0/UKG/35/2001 (AJ539141) UKG01-35 639 538 0 84.19 1581 ME-SA PanAsia
10 O/IRN/88/2009 IRN09-88 639 537 0 84.04 1596 ME-SA _ PanAsia-2"""°
nt, nucleotides

* not aWRLFMD reference number
Assembled with Report Generator v4.1
© Institute for Animal Health
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FAO World Reference Laboratory for FMD Genotyping Report

IAH-P-EP-MEG-FOR-005-3

Page 1 of 1
Serotype: O Report date: 09/06/2011
WRLFMD Ref No: SKR/8/2011 Reported by: N.J. Knowles
Batch No: WRLFMD/2011/00025 Checked by: V. Mioulet
Sender Ref: 107-1
Location: Not given, Republic of Korea, Topotype: SEA
Date collected: 02/01/2011 Genotype/strain: Mya-98
Date received by WRLFMD: 21/05/2011  Sequence filename: SKR11-08.SEQ
Date received for sequencing: 26/05/2011  Date sequence last updated: 27/05/2011
Species: Cattle No. of Nt determined: 639
Material used: BTyl No. of ambiguities: 0
Region sequenced: VP1 Gene length: 639
RT-PCR primers: O-1C244F/EUR-2B52R  Tota no. of comparisons: 2998
0O-1C272F/EUR-2B52R  Min. no. of nt for comparison: 600
Total turn-around time: 19 days
Sequencing time: 14 days
Comments:
Most Closely Related Viruses
Pos. Virusname Filename ’:oomgt r’:gt' C?]t aNrT?Bicg);f. %Id. %Diff. Topotype Strain
1 Ol/Yeoncheon/SKR/2010 (NVRQS) SKR10-AE 639 639 0  100.00 0.00 SEA Mya-98
2 O/Yangju/SKR/2010 (NVRQS) SKR10-AD 639 638 0 99.84 0.16 SEA Mya-98
3 O/HKN/13/2010 HKN10-13 639 636 0 99.53  0.47 SEA Mya-98
4 O/HKN/14/2010 HKN10-14 639 636 0 99.53  0.47 SEA Mya-98
5  O/HKN/15/2010 HKN10-15 639 636 0 99.53  0.47 SEA Mya-98
6 O/HKN/7/2010 HKN10-07 639 636 0 99.53  0.47 SEA Mya-98
7 O/HKN/8/2010 HKN10-08 639 636 0 99.53  0.47 SEA Mya-98
8 O/HKN/10/2010 HKN10-10 639 635 0 99.37 0.63 SEA Mya-98
9 O/HKN/11/2010 HKN10-11 639 635 0 99.37 0.63 SEA Mya-98
10  O/HKN/12/2010 HKN10-12 639 635 0 99.37  0.63 SEA Mya-98
Most Closely Related Reference Viruses
(see http://www.wrlfmd.org/fmd_genotyping/prototypes.htm)
Pos. Virusname Filename lgloomgt r’:gtcrr]]t ::I\In?t.)i%f. %Id. %Diff. Topotype Strain
1 O/IMYA/7/98 (DQ164925) MYA98-07 639 596 0 93.27 6.73 SEA Mya-98
2 OITAI/189/87* (TRRL) TAI87-AC 639 574 0 89.83 10.17  SEA unnamed
3 O/CAM/3/98 (AJ294910) CAM98-03 639 544 0 85.13 14.87  SEA Cam-94
4 O/IND/R2/75* (AF204276) IND75-A 639 544 0 85.13 14.87 ME-SA unnamed
5 O/IRN/8/2005 IRNO5-08 639 544 0 85.13 14.87 ME-SA PanAsia-2
6 O/PAK/16/2010 PAK10-16 639 543 0 84.98 1502 ME-SA PanAsia-2"/"*°
7 O/ETHI/3/2004 (FJ798109) ETH04-03 639 541 0 84.66 1534  EA-3 unnamed
8 OITUR/257/2008* (FMDI) TURO8-AD 639 540 0 84.51 1549 ME-SA PanAsia-2""%
9 0/UKG/35/2001 (AJ539141) UKG01-35 639 540 0 84.51 1549 ME-SA PanAsia
10 O/IRN/88/2009 IRN09-88 639 539 0 84.35  15.65 ME-SA _ PanAsia-2"""°
nt, nucleotides

* not aWRLFMD reference number
Assembled with Report Generator v4.1
© Institute for Animal Health


http://www.wrlfmd.org/fmd_genotyping/prototypes.htm�

Report on FMDV O in the
Republic of Korea (South Korea)

in 2010-2011
Batch: WRLFMD/2011/00025

‘ indicates viruses in this batch

Software:
Analysis
Analysis
Scope
Statistical Method
Phylogeny Test
Test of Phylogeny
No. of Bootstrap Replications
Substitution Model
Substitutions Type
Model/Method
Substitutions to Include -
Rates and Patterns
Rates among Sites
Pattern among Lineages -
Data Subset to Use
Gaps/Missing Data Treatment
Codons Included
No. of Sites : 639
No Of Bootstrap Reps = 1000
Only bootstrap values of 70% and above are shown

MEGA 5.0

Phylogeny Reconstruction
All Selected Taxa
Neighbor-joining

Bootstrap method
1000

Nucleotide
Kimura 2-parameter model
d: Transitions + Transversions

Uniform rates
- Same (Homogeneous)

Pairwise deletion
1st+2nd+3rd+Non-Coding

* not a WRLFMD Ref. No.

N.J. Knowles & J. Wadsworth, 09 June 2011

© Institutefor Animal Health

f omocrzon0

P onvosrriz010r (armar)

omazoos ey
omiszoos (tozen
omanazoo (outszes
oo ouiszen
| otz (6260
[ orustoseono pasorsay

fonnsioano tzsoria
oninvzonoos osicaie
Joninvasaons sosscess
|- owcoueoso eoasonss

ONNTQUSR010 Q2607
Fomianoos vetsszss

orrzazoos (116270
onmazoio
o coruzoos ponserss)
L orinrazocs osiezse
| onvavzoos eiezis
I orsssseoos (16265
omzoos aLtezzs)
[ - ovn oy
g
orAorz00s (116150
osozoos s
oo (R
omatsss areL)
om0 ooz

ot ane )

[ ormai 75108+ (TRAL)

)

ormava2009 (H116259)

b omarzrz000 (u16257)
Lormnaroos ouiezss)

onaisoe 1)
JFormror e
Grariaaon ez
o7 tolieae)
(tieais
Aoz L1
onunvmanor ass)
 oninvszoo (niozon

(HQ116208)
f oneavis2007 (Ho1t6210)
OTAV7I2007 (HQ116243)

L omaierzo07 (ot16242)
L orranziz007 touisear)

~ lomavzi2009 (HQ116215)

OMYALZ009
SomvA12000 (H0116230)

ovznnos (iezen
—[ormvzf.rzm(wnezvzy

ITAV21/2009 (HQ116268)
OTAY2472000 (HQ116271)
(OITAVBI2005 (HO116237)

o ONAY205 (L 6156)

rl:f MAY2105 (1 16107)
omANOZ007 (0116266

GrTar003 Dat64s81)

OTAVLANS* (TRRL)
ONITT712006 (HQ116290)
ONITIS2008 (HO116288)

oniAvz200L (0116185)
rl:l' onavaz00: (00164620

onyaree De1cé0ze)
000 oasaszn

L ovmsios: (TRRL)
OMYAILIOS* (TRRL)

see next page

oo oiezze
e
[Hoxomasogaussi
OnCHARDL0 Hogs207s)
fownwresonon czsorzo
[ ovmncvo aroto wres)
L crnivoszoto tazeoris
 onmncuo-seoio wras)

ONCICHA010 (HQ852080)
OHKNI912010
OmKN2012010 (HM229651)
OMKNLZ010

omnz010

Hosenzoi taar
osKRaRoL
Josiwaron
“Jopeisskrzoto twros)
e o

f o
L orusiu 2010 (armasy
ooz

& orskrnzz010
)| orskrszo10

orskrszo10
 Oiandong 1SKRIZ2010 (WVRQS)
orAvBT (TRRL)

E—

|

ME-SA

« CATHAY

AL+ (TRRL)

Mya-o8




Report on FMDV O in the

Republic of Korea in 2010-2011

Batch: WRLFMD/2011/00025

‘ indicates viruses in this batch

g0 e O/MYA/10/2009 (HQ116231)
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—

O/SEA/Mya-98

98

78

1 0/MYA/11/2009 (HQ116232)
70§ ONVITINCVD-17/2010 (NVRQS)
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96
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ONN/YB10/2010 (HQ260720)
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O/NC/CHA/2010 (HQ652080)

98 I O/HKN/19/2010
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O/HKN/1/2010
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O/HKN/18/2010
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0.005
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O/HKN/15/2010
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O/DRK/31/2011
O/Yangju/SKR/2010 (NVRQS)
80} @ O/SKR/8/2011
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OfTZ/CHA/2010 (HQ652081)
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r O/SKR/1/2011
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O/Paju/SKR/2010 (NVRQS)
@ O/SKR/13/2010
OISKR/7/2010
O/RUS/Jul 2010 (ARRIAH)
954 O/SKR/10/2010

@ O/SKR/12/2010
96 |

OISKR/5/2010
OISKR/6/2010
O/Andong 1/SKR/2010 (NVRQS)
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