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Sequencing work has now been completed in respect of the samples you submitted and the details
are as attached. Please note that all of our phylogenetic trees can be accessed via the internet at:
http://www.wrlfmd.org/

Results Approve Official Stamp:
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To help us improve the quality of our service, please send any suggestions or requests to the
Reference Laboratory by fax (+44 (0) 1483 232621 or email: elizabeth.byrom@bbsrc.ac.uk)
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Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1
Page 1 of 1

Serotype: O

WRL Ref No: KEN/24/2008

Sender Ref: K63/08

Date collected: 01/07/2008

Date received by WRLFMD: 30/04/2009

Date received for sequencing: 01/06/2009

Species: CATTLE

Material used: BTyl

Region sequenced: VPI

RT-PCR primers: O-1C244F/EUR-2B52R;
O-1C272F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 14/08/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: EA-2

Genotype/strain: none designated
Sequence filename: KEN08-24.SEQ
Date sequence last updated: 07/08/2009
Total no. of comparisons: 2096

Min. no. of nt for comparison: 300
Total turn-around time: 106 days
Sequencing time: 74 days

Comments:
Ten Most Closely Related Viruses
0, 0,
Pos.  Virus name Filename coNn;;a‘::ed mached amNb;;u(;tfies ldcr/f;ity Diffarence
1 O/KEN/6/2009 KENO0S-06 639 639 0 100 0
2 O/KEN/36/2008 KENO8-36 639 627 0 98.12 1.88
3 O/KEN/7/2002 KEN02-07 639 600 0 93.9 6.1
4 O/KEN/30/2004 KEND4-30 639 598 0 93.58 6.42
5 O/KEN/26/2005 KENO05-26 639 597 0 93.43 6.57
6 O/KEN/4/2005 KENO5-04 639 506 0 93.27 6.73
7 O/KEN/6/2005 KENO0S5-06 639 505 0 93.11 6.89
8  O/KEN/3/2007 KEN07-03 639 588 0 92.02 7.98
9  O/KEN/17/2007 KENO07-17 639 587 0 91.86 8.14
10 O/KEN/20/2007 KENQ7-20 639 587 0 91.86 8.14
Relationships to Reference Virus Strains
0 0,
Pos.  Virus name Filename corjr:)]:;ax:'ted m]i‘t)él?;d amrlj?g.u(:{ies lde:l/(;ity Diffe/:ence
1 O/ISR/2/88 (DQ164899) ISR88-02 639 538 0 84.19 15.81
2 OITAWI2/99 (AJ294927) TAW99-02 639 538 0 84.19 15.81
3 O/IND/R2/75* [AF204276) IND75--A 639 537 0 84.04 15.96
4 O/MOR/1/91 MOR91-01 639 537 0 84.04 15.96
5 O/IND/53/79 [AF292107) IND79A53 639 532 0 83.26 16.74
6 O1/Manisa/TUR/ES (AJ251477) TURE9-E 639 526 0 82.32 17.68
7 OfTAI/188/87* [TRRL] TAI87-AC 639 519 0 81.22 18.78
8 O1/BFS 1860/UK/67 (J02185) UKGB7--A 639 511 0 79.97 20.03
9 O/MHKN/6/83 (AJ294919) HKN83-06 637 508 2 79.75 20.25
10 O/PHI/5/95 (DQ164946) PHI95-05 639 501 0 78.4 21.6

nt, nucleotides
* not a WRLFMD reference number




Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1

Page 1 of 1
Serotype: O Report date: 14/08/2009
WRL Ref No: KEN/36/2008 Reported by: N.J. Knowles
Sender Ref: K104/08 Checked by: D.P. King
Date collected: 01/12/2008
Date received by WRLFMD: 30/04/2009 Topotype: EA-2
Date received for sequencing: 01/06/2009 Genotype/strain: none designated
Species: CATTLE Sequence filename: KEN08-36.SEQ
Material used: BTyl Date sequence last updated: 07/08/2009
Region sequenced: VP! Total no. of comparisons: 2096
RT-PCR primers: O-1C244F/EUR-2B52R; Min. no. of nt for comparison: 300
0O-1C272F/EUR-2B52R Total turn-around time: 106 days
No. of Nt determined: 639 Sequencing time: 74 days
No. of ambiguities: 0
Gene length: 639
Comments:
Ten Most Closely Related Viruses
Pos. Virus name Filename No. nt No. nt NP' Of %. . %
) compared matched  ambiguities  Identity  Difference
1 O/KEN/24/2008 KEN08-24 639 627 0 98.12 1.88
2 O/KEN/6/2009 KENO09-06 639 627 0 98.12 1.88
3 O/KEN/7/2002 KENO02-07 638 600 0 93.9 6.1
4  O/KEN/30/2004 KENO04-30 639 598 0 93.58 6.42
5 O/KEN/26/2005 KENO05-26 639 597 0 93.43 6.57
6  Q/KEN/4/2005 KEN05-04 639 597 0 93.43 6.57
7  O/KEN/6/2005 KENOS5-06 639 595 0 93.11 6.89
8 O/KEN/3/2007 KENO7-03 639 588 0 92.02 7.98
9 O/KEN/17/2007 KENO7-17 639 587 0 91.86 8.14
10 O/KEN/20/2007 KENO07-20 639 587 0 91.86 8.14
Relationships to Reference Virus Strains
Pos. Virus name Filename No. nt No. nt N?' Of %. " %
: compared matched ambiguities Identity  Difference
1 O/TAW/2/99 (AJ294927) TAWS9-02 639 541 0 84.66 15.34
2 O/IND/R2/75* [AF204276) IND75-A 639 539 0 84.35 15.85
3 Q/ISR/2/88 (DQ164899) ISR88-02 639 538 0 84.19 15.81
4 O/MOR/M/91 MOR91-01 639 537 0] 84.04 15.86
5  O/IND/53/79 [AF292107] IND79A53 639 534 0 83.57 16.43
6 0O1/Manisa/TUR/EY (AJ251477) TURGES--E 639 525 0 82.16 17.84
7 O/TAI/189/87* [TRRL] TAI87-AC 639 519 0 81.22 18.78
8  O/HKN/6/83 (AJ294919) HKN83-06 637 509 2 79.91 20.09
9 O1/8FS 1860/UK/B7 (J02185) UKG67--A 638 510 0 79.81 20.19
10 O/PHI/5/95 (DQ164946) PHI95-05 639 505 0 79.03 20.97
nt, nucleotides
*, not a WRLFMD reference number




Molecular Epidemiology Report Form

|AH-P-EP-MEG-FOR-005-1

Page 1 of 1

Serotype: O

WRL Ref No: KEN/37/2008

Sender Ref: K107/08

Date collected: 01/12/2008

Date received by WRLFMD: 30/04/2009

Date received for sequencing: 01/06/2009

Species: CATTLE

Material used: BTy2

Region sequenced: VP

RT-PCR primers: O-1C244F/EUR-2B52R;
0O-1C272F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0
Gene length: 639

Report date: 14/08/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: EA-1

Genotype/strain: none designated
Sequence filename: KEN08-37.SEQ
Date sequence last updated: 07/08/2009
Total no. of comparisons: 2096

Min. no. of nt for comparison: 300
Total turn-around time: 106 days
Sequencing time: 74 days

Comments:
Ten Most Closely Related Viruses
o, 0,

Pos.  Virus name Filename c;:]:];a‘:'ted mI:(t)(;h':d amrlj;;u?tt;es ldcﬁ;ity Diffnﬁence
1 O/KEN/2/95 (K10/95)(AJ303514) KEN95-02 639 635 0 99.37 0.63
2 Q/KEN/4/95 (K28/95)(AJ303515) KEN95-04 639 635 ] 99.37 0.63
3 O/K77/78* (DQ165072) KEN78-77 639 633 0 99.06 0.94
4 O/KEN/5/95 (K36/95)(AJ303516) KEN95-05 639 633 0 99.06 0.94
5 O/KEN/10/95 (AY283389) KEN95A10 495 490 0 98.99 1.01
6 O/KEN/77/78 (AF300812) KENT78A77 495 490 0 98.99 1.01
7 OIK70I7T* KEN77-70 639 624 0 97.65 2.35
8  Q/K83/79" (AJ303511) KEN79B83 638 603 1 94.51 549
9  O/BUN/10/86 BUNS6-10 638 582 1 91.22 8.78

10 O/BUN/1/84 BUNB84-01 638 580 1 80.91 9.09
Relationships to Reference Virus Strains
Pos. Virus name Filename No. nt No. nt N?' °f %. . %
compared matched ambiguities Identity  Difference
1 Q/IND/53/79 [AF292107] IND79A53 639 559 0 87.48 12.52
2 Q/IND/R2/75* [AF204276) IND75-A 639 552 0 86.38 13.62
3 O1/Manisa/TUR/G9 (AJ251477) TUR&S--E 639 548 0 85.76 14.24
4 O/ISR/2/88 (DQ164899) ISR88-02 639 542 0 84.82 15.18
5 O/MOR/M/B1 MORS81-01 639 538 0 84.19 15.81
6  QITAI/189/87" [TRRL] TAIB7-AC 639 538 0 84.19 15.81
7 OfTAW/2/99 (AJ294927) TAWOS-02 639 538 0 84.19 15.81
8 O/HKN/6/83 (AJ294919) HKN83-06 637 506 2 79.43 20.57
9 O1/BFS 1860/UK/67 (J02185) UKG67--A 639 506 0] 79.19 20.81
10 O/PHI/5/95 (DQ164946) PHI95-05 639 504 0 78.87 21.13

nt, nucleotides
*. not a WRLFMD reference number




Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1

Page 1 of 1

Serotype: O

WRL Ref No: KEN/6/2009

Sender Ref: K16/09

Date collected: 01/02/2009

Date received by WRLFMD: 30/04/2009

Date received for sequencing: 01/06/2009

Species: CATTLE

Material used: BTy]

Region sequenced: VP

RT-PCR primers: O-1C244F/EUR-2B52R;
O-1C272F/EUR-2B52R

No. of Nt determined: 639

No. of ambiguities: 0

Gene length: 639

Report date: 14/08/2009
Reported by: N.J. Knowles
Checked by: D.P. King

Topotype: EA-2

Genotype/strain: none designated
Sequence filename: KEN09-06.SEQ
Date sequence last updated: 07/08/2009
Total no. of comparisons: 2096

Min. no. of nt for comparison: 300
Total turn-around time: 106 days
Sequencing time: 74 days

Comments:

Ten Most Closely Related Viruses

0, 0,
Pos.  Virus name Filename ooNn:);;al::d mb:isc;hneld amI:i(;u(;:;es ldclf:ity DilTe/:ence
1 O/KEN/24/2008 KENQ8-24 639 639 0 100 0]
2 O/KEN/36/2008 KENO08-36 639 627 0 98.12 1.88
3 O/KEN/7/2002 KENO02-07 639 600 0 93.9 6.1
4 O/KEN/30/2004 KENO04-30 639 598 0 93.58 6.42
5  O/KEN/26/2005 KENOQ5-26 639 597 0 93.43 6.57
6 O/KEN/4/2005 KENO05-04 639 596 0 93.27 6.73
7 Q/KEN/6/2005 KENC5-06 639 595 0 93.11 6.89
8  O/KEN/312007 KENO07-03 639 588 0 92.02 7.98
9 O/KENM7/2007 KENO07-17 639 587 0 91.86 8.14
10 O/KEN/20/2007 KENQ7-20 639 587 0 91.86 8.14

Relationships to Reference Virus Strains

Pos. Virus name Filename No. nt No. nt N_o. of % . . %
compared  matched  ambiguities  Identity  Difference
I O/SR/2/88 (DQ164899) ISR88-02 639 538 0 84.19 15.81
2 OITAW/2/99 (AJ294927) TAWS9-02 639 538 0 84.19 15.81
3 O/IND/R2/75* |[AF204276] IND75-A 639 837 0 84.04 15.86
4 O/MOR/M/91 MOR91-01 639 5§37 0 84.04 15.96
5 O/IND/53/79 [AF292107) IND79A53 639 6§32 0 83.26 16.74
6 O1/Manisa/TUR/B9 (AJ251477) TURG9--E 639 526 0 82.32 17.68
7 OfTAI189/87" [TRRL) TAIB7-AC 639 519 0] 81.22 18.78
8 O1/BFS 1860/UK/67 (J02185) UKGB7--A 639 511 0] 79.97 20.03
9 O/HKN/6/83 (AJ294919) HKN83-06 637 508 2 79.75 20.25
10 O/PHI/5/95 (DQ164946) PHIS5-05 639 501 0 78.4 216

nt, nucleotides
*, not a WRLFMD reference number




Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1

Page 1 of 1
Serotype: O Report date: 14/08/2009
WRL Ref No: KEN/10/2009 Reported by: N.J. Knowles
Sender Ref: K29/09 Checked by: D.P. King
Date collected: 01/02/2009
Date received by WRLFMD: 30/04/2009 Topotype: EA-2
Date received for sequencing: 01/06/2009 Genotype/strain: none designated
Species: CATTLE Sequence filename: KEN09-10.SEQ
Material used: BTy| Date sequence last updated: 07/08/2009
Region sequenced: VP Total no. of comparisons: 2096
RT-PCR primers: O-1C244F/EUR-2B52R; Min. no. of nt for comparison: 300
O-1C272F/EUR-2B52R Total turn-around time: 106 days
No. of Nt determined: 639 Sequencing time: 74 days
No. of ambiguities: 0
Gene length: 639
Comments:
Ten Most Closely Related Viruses
Pos.  Virus name Filename No. nt No. nt N?' Or %. . %
compared matched  ambiguitics  Identity  Difference
| O/BUN/2/2003 BUN03-02 450 417 1 92.67 7.33
2 O/KEN/18/98 (K82/98) KEN98-18 384 355 17 92.45 7.55
3 O/BUN7/2003 BUNO03-07 639 590 0 92.33 7.67
4 O/BUN/3/2003 BUNO03-03 500 461 10 922 7.8
5 O/BUN/B/2003 BUNO3A06 628 579 0 922 7.8
6 O/BUN/3/2003 BUNO3AO03 634 584 4 92.11 7.89
7 O/KEN/5/2002 (DQ165073) KEN02-05 639 588 0 92.02 7.98
8 O/BUN/6/2003 BUNO03-06 605 554 3 91.57 8.43
9 O/KEN/29/2004 KENQ4-29 639 585 0 91.55 8.45
10 O/UGA/1/00* (AY344620) UGAOO0-AA 495 453 0 91.52 8.48
Relationships to Reference Virus Strains
Pos. Virus name Filename No. nt No. nt N.o' Of %. . %
compared matched  ambiguities  Identity  Difference
1 O/IND/R2/75" [AF204276) IND75--A 639 537 0 84.04 15.96
2 Q/MOR/1/91 MOR91-01 639 536 0 83.88 16.12
3 O/IND/53179 [AF292107] IND79A53 639 534 0 83.57 16.43
4 O/ISR/2/88 (DQ164899) ISR88-02 639 632 0 83.26 16.74
5 O1/Manisa/TUR/69 (AJ251477) TURG9--E 639 530 0 82.94 17.06
6  OfTAWI2/89 (AJ294927) TAW99-02 639 528 0 82.63 17.37
7 O1/BFS 1860/UK/67 (J02185) UKGB7-A 639 5621 0 81.53 18.47
8  O/HKN/6/83 (AJ294919) HKN83-06 637 516 2 81 19
9 OfTAI189/87" [TRRL] TAIB7-AC 639 513 0 80.28 19.72
10 O/PHI/5/95 (DQ164946) PHI95-05 639 511 0 79.97 20.03
nt, nucleotides
*, not a WRLFMD reference number




Report on FMDV O in Kenya in 2008-2009
Batch: WRLFMD/2009/00022

Software: MEGA 4.0

No. of Taxa : 144

Data File : n:\evdimeg\db\fmdw\o\KEN2009a meg

Data Title : O Kenya 2008-2009

Data Type : Nucleotide (Coding)

Analysis : Phylogeny reconstruction

Tree Inference : === S======ssz=zz=s

->Method : Neighbor-Joining

->Phylogeny Test and options : Bootstrap (1000 replicates: seed=56488)
Ir\"|ljl'1fi S|les o= SSSSSSSSCS=S=========o
->Gaps/Missing Data : Pairwise Deletion

->Codon Positions : 1st+2nd+3rd+Noncoding

Substitution Model : =================
->Model : Nuclectide: Kimura 2-parameter
->Substitutions to Include : d: Transitions + Transversions
->Pattern among Lineages : Same (Homogeneous)
->Rates among sites : Uniform rates

No. of Sites : 642

No Of Bootstrap Reps = 1000

Only bootstrap values of 70% and above are shown 10

EA-3 topotype

WA topotype

- EA-4 topotype

OISUD/5/74 (AY344602) =
—| [ OUGA/5/96 (AJ296327)

O/K83/79 (AJ303511)

O/K7077" EA-1 topotype
O/KEN/5/95 (K36/95)(AJ303516)
O/KEN/37/2008
O/K77/78" (DQ165072)
==s=—mmsm ME-SA topotype
OGH3/T2

*, not a WRLFMD Ref. No.

N.J. Knowles & J. Wadsworth, 14 August 2009 — 95

86

8  O/RWA/2/2004 i
100 [1O/RWA3/2004
OITAN/14/2004
— ag | O/TAN/T/2004
OITAN/3/96
100 — OMAL/1/98 (DQ165074)

,.l - L= O/TAN/7/98 (AJ296320)
OITAN/1/2004

O/UGA/5/2004
O/UGA/7/2004
O/UGA/8/2004
OMGAB/2004
O/UGA/18/2004
O/UGA/1/2004
O/UGA/3/2004
O/UGA/18/2007
OMUGA/4/2004
OMGA2008 (EF611987)
O/KEN/3/2002
O/UGA/5/2002
IUGA/3/2002 (DQ165077)
Lorumofzonz
78 ~ O/KEN/1/2008
86 1l o/KEN/3/2008
100 O/KEN/15/2008
O/KEN/10/2008
= O/KEN/4/2008 EA-2 topotype
- 99 | o/KEN/B/2008
1 78 ~ O/TAN/2/2004
OITANIM 272004
98 O/KEN/10/2005
55 L~ O/KEN/14/2005
g1 VO/KEN/27/2005
O/BUN/7/2003
O/KEN/10/2009

100 - O/KEN/23/2004
; G_T-EL O/KEN/24/2004
— O/KEN/29/2004
85 O/KEN/5/2002 (DQ165073)

O/KEN/12/2007
___iOfKENHMzOOB
100 ; O/KEN/24/2008
100 O/KEN/6/2008
O/KEN/35/2008

86 r O/KENMT7/2007
98 __|99 FO.’KENJ’ZOQOG?
O/KEN/3/2007

- O/KEN/7/2002
O/KEN/30/2004
O/KEN/4/2005
97 Q/KEN/6/2005
7g & O/KEN/26/2005
Ly EURO-SA topotype
CATHAY topotype
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93
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