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Email

To:
Email:
To:
Email:
From:
Date: 20" April 2009
Subject: Sequencing Report
No. Of Pages: 3

This message is intended for the use of the person named above and may contain confidential information. Any
other distribution, copying or disclosure is strictly prohibited. If you have received this telefax in error, please
notify us immediately by telephone or E-mail and then return the original transmission to us by mail.

Thank you.

Sequencing work has now been completed in respect of the above virus isolates received at IAH Pir bright on 27" of March
2009 and the details are as attached. Please note all Gfour phylo;st,m.llc trees can be accessed via the internet at;
hup://www.iah.bbsrc.ac.uk/primary index/current research/ /Picormnaviridac/Aphthovirus/index.html

Virus isolate: ASIA 1 PAK/8/2008

Yours sincerely

nce Laboratory for FMD

The Institute is sponsored by the Biotechnology and Biological Sdences Research Council. An Associated Institute of the University of Reading.

Pirbright Laboratory Compton Laboratory
Ash Road, Pirbright, Woking Compton, Newbury,
Surrey GU24 ONF Berkshire RG20 7NN

Tel 01483-232441 Tel: 01635-578411

Fax: 01483-232448 Fax: 01635-577237
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Molecular Epidemiology Report Form

IAH-P-EP-MEG-FOR-005-1
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Serotype: ASIAl

WRL Ref No: PAK/8/2008

Sender Ref: PKS2

Date collected: 24/12/2008

Date received by WRLFMD: 27/03/2009

Date received for sequencing: 07/04/2009

Species: Buffalo

Material used: 10% epith susp

Region sequenced: VPI

RT-PCR primers: As1-1C530F/EUR-2B52R;
Asl-1C613F/EUR-2B52R

No. of Nt determined: 633

No. of ambiguities: 0

Gene length: 633

Report date: 17/04/2009

Reported by: N.J. Knowles
Checked by: J.M. Hammond

Topotype: none defined

Genotype/strain: none designated
Sequence filename: PAK08-08.SEQ

Date sequence last updated: 15/04/2009
Total no. of comparisons: 331
Min. no. of nt for comparison: 300
Total turn-around time: 21 days

Sequencing time: 10 days

Comments:
Ten Most Closely Related Viruses
Pos. Virus name Filename No. nt No. nt Np. qfv %. . %
compared matched  ambiguities  Identity  Difference
1 As1/AFG/1/2001 [DQ121109] AFG01-01 633 581 0 91.79 8.21
2 As1/IRN/25/2001 IRNO1-25 633 580 0 91.63 8.37
3 As1/AFG/3/2001 AFG01-03 633 579 0] 91.47 8.53
4  As1/AFG/4/2001 [DQ121110] AFG01-04 633 579 0 91.47 8.53
5  As1/AFG/2/2001 AFG01-02 633 578 0 91.31 8.69
6 As1/IRN/11/2001 IRNO1-11 633 578 0 91.31 8.69
7 As1/IRN/63/2001 IRNO1-63 633 577 0 91.15 8.85
8 As1/IRN/4/2001 [DQ121118) IRNO1-04 633 576 0 91 9
9 As1/IRN/25/2004 [DQ121120) IRND4-25 633 567 0 89.57 10.43
10 As1/PAK/1/85 PAK85-01 633 554 0 87.52 12.48
Relationships to Reference Virus Strains
Pos. Virus name Filename No. nt No. nt N_o. qf. %. . %
compared matched ambiguities  Identity = Difference
1 As1/IND/63/72 [Y09949)] IND72B63 630 539 0 85.56 14.44
2 As1/IND/8/T9 (EU553910) IND79-08 633 538 0 84.99 15.01
3 As1/INDWBN/117/85% [AY687334] IND85-AA 633 536 0 84.68 15.32
4 As1/Shamir/ISR/89 ISR89-A 633 536 0 84.68 15.32
5 As1/Kimron/ISR/57 (AY593797) ISR57KIM 633 535 0 84.52 15.48
6 As1/YNBS/CHA/58 [AY390432) CHAS8-AA 633 535 0 84.52 15.48
7 As1/Petchaburi/TAI/85 vs TAI85-AA 633 5§32 0 84.04 15.96
8 As1/PAK/1/54 PAKS54-01 630 518 0 82.22 17.78
9 As1/CAM/O/80 CAMB0-09 633 518 0 81.83 18.17
10 As1/IND/63/72 [Y09949) IND72B63 630 539 0 85.56 14.44

nt, nucleotides
* not a WRLFMD reference number
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As 1/TAJN /2004 (DQ121402)
As1TAJ2[2004 (DQ121403)
As KRG/ 2004
As1/HKN/2005 (DQ121114)

Report on FMDV Asia 1 from

Pakistan in 2008
Batch: WRLFMD/2009/00014

[~ AS1HENZ272005 (DQ121115)
As1/AFG/40/2003° (EF457991)
AS1/AFGI44/2003" (EF457992)
As1/AFG24/2003 (EF457988)
AS1/AFGI22/2003* (EFA57987)
As1/AFGI33/2003* (EFA57990)

As VAFGRE/2003° (EFA5T989)
AsUAFGN16/2004* (EFA5T9G3)
As1/PAK 272004

AS1/PAK/1/2004 (DQ121128)

Software: MEGA 4.0

No. of Taxa : 115

Data File : n:\evdimeg\db\{fmdv\asia1\PAK2008a.meg
Data Title : Asia1 Pakistan 2008

Data Type : Nuclectide (Coding)

Analysis : Phylogeny reconstruction

Tree Inference :
->Method : Neighbor-Joining
->Phylogeny Test and options : Bootstrap (1000 replicates; seed=55072)
Include Sites :

->Gaps/Missing Data : Pairwise Deletion

->Codon Positions : 1st+2nd+3rd+Noncoding

Substitution Model : =======

->Model : Nucleotide: Kimura 2-parameter

->Substitutions to Include : d: Transitions + Transversions

->Pattern among Lineages : Same (Homogeneous)

->Rates among sites : Uniform rates

No. of Sites : 636

No Of Bootstrap Reps = 1000
Only bootstrap values of 70% and above are shown

*, not a WRLFMD Ref. No.

N.J. Knowles & J. Wadsworth, 17 April 2009

As1AFGMIN2004" (EF45T9)
As1/PAK/GS/2003 (DQ121127)
As1/PAKI30/2002 (DQ121124)
As1/PAKA1/2002 (DQ121125)
As 1/PAKAL2002
As 1/PAK 342002
AS1IRN/ 1072004 (DQ121119)

e As 1/IRN/31/2004 (DQ121121)
As1PAKNS2005
AS 1IPAK/22/2005
As1/PAK20/2003 (DQ121126)
As1/IRN/S8/F (DQ121122)
As 1/ARM/Z000 (ARRIAH)
As 1/GRE/2/2000 (DQ121113)
As1/GRG2001 (ARRIAH)
As 1GRG/2000 {ARRIAH)
As1TUR/BSS (DQ121130)
As1/TURMO/S9 (DQ121131)
As 1/IND/Z21/01* (AYEBT333)
AS1/NDI3G0IGT* (AF382940)
As1/BAN/A/OG
As1/ND/E2/96* (AF300T05)
As 1/ND/EXGT (AF3E2947)

AS1/INDAOT/99* (AF392900)
As1/ND2TH/ 99" (AF302034)

As IMY A272000 (DO121123)
As1/NDITEZ/2003* (DQ101240)
As1INDITEV2003* (PD-FMD)
AS1/NDVETV2003" (DQ10124%)

As 1/NDV388/2004* (DQ101235)
As 1/INDI268/2004* (DQ101238)
As 1/ND/E0/0Z® (DQ101243)

As 1/ND/13W02° (DQ101242)

As 1/IND/ 156/2004" (2003)PD-FMD)
As1INDNS&2004* (2003)(PO-FMD)
As1/MNDNBS2004* (DO101238)
ASTIND/532004* (2003)(PD-FMD)

As1/IND/114/2004* (2003)DQ101239)
As1BHW2TR2002 (DQ121111)
As1/IND/140/01* (PD-FMD)

As 1/INDIBIV0N* (PD-FMD)

AST/NDM45/01° (PD-FMD)
As1/NDNGE02* (DQ101244)
As1/BHUB34/2002 (DQ121112)

As1/NDM41/02* (PD-FMD)
AsTNDTE2004* (DO101237)

As1/NDI&T9 (EUS53910)
—l,, EAs:r.\an'u?:as{Eusaaam
o = As 1/INDIWBN/117/85" (AY667334)

As1/Shamir/ISR/B9

As 1/CAM/Y/BO
As MY AJAZ000
As 1Y 2472000

"

AS MY A/S2000
As MY Ar2/97
As1/PetchaburiTAVES vs
oo ASTIMY AJ1 /2005
—-_[As 1/MY A2005 (TRRL)
e | As1TAI1/98 (DQ121129)
v g AS1/VITN (V2006
As TVITIN2006
W ASIVITE2005
As1VITIOR006
ASTVITIE2005
As TNITIB2006
As1/AFG/2/2001
As1/AFG/M472001 (DQ121110)
As1AFG/A/2001
As1/IRN/4F2001 (DQ121118)
ASVIRN/1172001
As 1IRN/2572001
AS1IRN/B2001
As1/AFG//72001 (DQ121109)
As 1IRN/25/2004 (DQ121120)
As1/PAK/8/2008

As1/PAK/1/85

AS1/PAK/1/54

As1/Bangkok/TALG0

oo @ AST/INDI2IT1 (1964)
] AsTIND/BIT2 (Y U5H40)
‘—Emmmmmsmr (AY503707)
O AS1/ISRIVE3 (AY593790)

As1/YNBS/ICHA/S (AY 300432)
As1/NDNETE
As1T/NKR2/2007 (BTy1)

002

As1/IND/1B/BO (DQ121116)
AsTINDIESY (DO12111T)
As1/Khatarowek/RUS/2005 (ARRILAH)
As1/Khabarowsk /RUS/Dec2005 (ARRIAH)
As 1/Amurs ky/RUS/Dec2005 (ARRIAH)
As1/Jangsu/CHAI2005 (DQ156527)
As1/Jangsu/CHAS2005 (EF 149009)
As1/Hebel/CHAN 2005 (EF1B7274)
As1/Hebel/CHA2/2005 (EF 187273)
As1Gansu/CHA2005 (EF185304)
As1/Bejing/CHA/2005 (EF 185303)
As 1/Amursky/RUS/2005 (DQ121401)
As1/Chita/RUS/2006 (ARRIAH)
As1/Prymorsky/RUS/2005 (ARRIAH)
As 1/Qingha/CHA/2005 (EF187272)
AsTMOGI2005 (ARRIAH)





