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Serotype: A Report date: 15/11/2015
WRLFMD Ref No: SAU/5/2015 Reported by: N.J. Knowles
Batch No: WRLFMD/2015/00029 Checked by: K. Bachanek-Bankowska
Sender Ref: 1/16 & 2/16
Location: Haradh Road, Al Kharj, Central Region, Saudi Arabia Topotype: ASIA
Date collected: 16/10/2015 Genotype/strain: G-VII
Date received by WRLFMD: 23/10/2015 Sequence filename: SAU15-05.SEQ
Date received for sequencing: 10/11/2015 Date sequence last updated: 15/11/2015
Species: Cattle No. of Nt determined: 639
Material used: BTy1 27/10/2015 No. of ambiguities: 0
Region sequenced: VP1 Gene length: 639
RT-PCR primers: A-1C562F/EUR-2B52R Total no. of comparisons: 2071
A-1C612F/EUR-2B52R Min. no. of nt for comparison: 600
Total turn-around time: 23 days
Sequencing time: 5 days
Comments:
Most Closely Related Viruses
Pos.  Virus name Filename No-nt No-nt b, Iof‘ ald. % Difl.  Topotype Strain
comp. match. ambig.
1 A/SAUMR015 SAU15-01 839 630 0 8859 1.4 ASIA G-vil
2 AISAULI2015 SAUM5-02 639 630 0 9859 1.4 ASIA G-vil
3 AISAU/3/2015 SAU15.03 639 629 0 9844 156 ASIA G-Vl
4 AISAUM2015 SAU15-04 639 629 0 9844 1.56 ASIA G-Vl
5 A/SAU/BI2015 SAU15-06 639 628 0 g8.28 1.72 ASIA G-vil
68 A/NVan/TUR/203/2015* (FMDI) TUR15-AA 639 627 0 88.12 1.88 ASIA G-vil
7 A/BAN/GA/Sa-197/2013 (KJ754939) BAN13-AB 639 612 0 9577 423 ASIA G-Vil
8 A/IND/161/2003° (HQB32578) INDD3-AD 839 596 0 9327 873 ASIA G-Vl
9  A/IND/447/2005* (HQ832583) INDOS-AR 639 596 0 9327 673 ASIA G-Vl
10 A/BHU/41/2002 {(EU414525) BHUO0Z2-41 639 594 0 8286 704 ASIA G-Vl
Most Closely Related Reference Viruses
(see http:/www. wrlimd.org/find_renotyping/prototvpes. him)

Pos.  Virus name Filename Lq:n'_';l r]::t.cw. ;Jn?b;f %Id. %Dill.  Topotype Strain
1 A/IND/40/2000" (1999,AF390646) INDOD-40 639 575 0 8998 10.02 ASIA G-vil
2 A22/IRQ/B4 (AY593763) IRQ64--A 639 540 0 8451 1549 ASIA Az
3 A/IRN/1/96 (EF208771) IRN96-01 638 535 1 8386 16.14 ASIA Iran-96
4 A/IRN/2/87 (EF208770) IRNB7-02 636 531 0 8349 16.51 ASIA Iran-87
5 A12/UK/119/32 (M10975) UKG32118 639 529 0 8279 17.21 EURO-SA Az
6 A15/Bangkok/TAIE0 (AY593755) TAIG0-D 639 528 0 8263 17.37 ASIA A15
7 A/IRN/22/99 (EF208772) IRNS9-22 636 525 0 8255 1745 ASIA Iran-99
8 AAFG/10/2010 AFG10-10 639 524 0 8200 1800  ASIA  Iran-05"""
9  AIRN/9/2011 IRN11-09 639 524 0 8200 1800  ASIA  lran-05%%"

10 A/IRN/125/2010 IRN10125 639 522 O 8169 1831  ASIA___ Iran-05°°"°

nt, niiclectides
*, not a WRLFMD reference number

Assembled with Report Generator v4.3
i The Pirbright Institute (not to be reproduced without permission)
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Serotype: A Report date: 15/11/2015
WRLFMD Ref No: SAU/6/2015 Reported by: N.J. Knowles
Batch No: WRLFMD/2015/00029 Checked by: K. Bachanek-Bankowska
Sender Ref: 3/16
Location: Durma, Durma, Riyadh, Central Region, Saudi Arabia Topotype: ASIA
Date collected: 21/10/2015 Genotype/strain: G-VII
Date received by WRLFMD: 23/10/2015 Sequence filename: SAU15-06.SEQ
Date received for sequencing: 10/11/2015 Date sequence last updated: 15/11/2015
Species; Cattle No. of Nt determined: 639
Material used: BTyl 27/10/2015 No. of ambiguities: 0
Region sequenced: VPI1 Gene length: 639
RT-PCR primers: A-1C562F/EUR-2B52R Total no. of comparisons: 2071
A-1C612F/EUR-2B52R Min. no. of nt for comparison: 600

Total turn-around time: 23 days

Sequencing time: 5 days
Comments:

Most Closely Related Viruses

Pos. Virus name Filename 1:3;:? :::l'c?:‘ I::b;r ®ald. %Diff. Topotype Strain
1 AJSAUNM2015 SAU15-01 639 637 0 9969 0.31 ASIA G-VII
2 A/SAUf/2015 SAU15-02 639 637 0 9969 0.3 ASIA G-Vl
3 A/SAU/3R015 S5AU15-03 639 629 0 98.44 1.56 ASIA G-Vl
4 AISAUMA2015 SAU15-04 639 629 0 9844 156 ASIA G-vil
5 A/SAW/SI2015 SAU1{5-05 639 628 0 9828 1.72 ASIA G-vil
6 A/Nan/TUR/203/2015* (FMDI) TUR15-AA 639 626 0 9797 203 ASIA G-vil
7 A/BAN/GA/Sa-197/2013 (KJ754939) BAN13-AB 639 609 0 95.31 4.69 ASIA G-Vl
8  A/IND/161/2003* (HQ832578) INDO3-AD 638 598 0 93.11 6.89 ASIA G-Vl
9  AJIND/249/2004* (HQB32582) INDO4-AF 639 595 0 9311 6.89 ASIA G-vi

10 A/IND/243/04* (FJ617245) INDD4-AA 839 594 0 9296 7.04 ASIA G-Vl
Most Closely Related Reference Viruses
(see hitp:/'www.wrifmd.ore/fmd _uenotyping-‘nrolot\ pes.htm)

Pos. Virus name Filename 1:00';1: ::{CT: Fn?blogf %Id. %Diil. Topotype Strain
1 A/IND/40/2000* (1999,AF390646) INDOO-40 639 574 o 88.83 10.17 ASIA G-Vl
2 A22/IRQ/B4 (AY593763) IRQB4-A 639 541 0] B466 15.34 ASIA Ax
3 A/IRN//96 (EF208771) IRNGS-01 638 536 1 B4.01 1599 ASIA Iran-95
4 AJIRNf2/87 (EF208770) IRNB7-02 636 531 0 B3.49 16.51 ASIA Iran-87
5 A15/Bangkok/TAY60 (AY593755) TAI60-D 639 527 0 8247 17.53 ASIA A15
6 A/IRN/22/99 (EF208772) IRN99-22 636 524 0 8239 17.61 ASIA Iran-99
7 A12/UK/M119/32 (M10975) UKG32118 63% 526 0 8232 17.68 EURO-5A Aqz
B A/TAIF11B/87* (EF208777) TAIB7-AD 636 522 0 B2.08 17.92 ASIA Thai-B7
9 AJAFG/10/2010 AFG10-10 639 523 0 818 1815  ASIA  lran05"™F"°

10 A/IRN/9/2011 IRN11-09 639 523 0 8185 1815  ASIA _ Irap-05%%"

nt, nucleotides
*, not a WRLFMD reference number

Assembled with Report Generator v4.3
©) The Pirbright Institute (not to be reproduced without permission)



Report on FMDV A in

Saudi Arabia in 2015
Batch: WRLFMD/2015/00029

’ indicates viruses in this batch

Software: MEGA 6.06

Analysis
Analysis -weeeeee Phylogeny Reconstruction
Scope All Selected Taxa
Statistical Method Neighbor-joining
Phylogeny Test
Test of Phylogeny Bootstrap method
No. of Bootstrap Replicationg ~-——- 1000
Substitution Model
Substitutions Type Hucleotide
ModelMethod - Kimura 2-parameter model

Substitutions to Include
Rates and Patterns
Rates amoeng Sites ----—--eeeeeeeeee Uniform rates
Pattern among Lineages Same (Homogeneous)
Data Subset to Use
Gaps/Missing Data Treatment ----. Pairwise deletion
Codons Included 1st+2nd+3rd+Non-Coding
No_of Sites ; 839
No Of Bootstrap Reps = 1000
Only bootstrap values of 70% and above are shown

*. not a WRLFMD Ref. No.

N.J. Knowles, J. Wadsworth & K. Bachanek-Bankowska,
18 November 2015

& The Pirbright Institute
(not to be reproduced without permission)
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ANIND{124/08" (FJ617244) 7
ANND/124/2008* (HQ127711)

AfINDA2372008* (HQ127710)
AJIND/H 28/08* (FJ617246) !
AJIND/128/2008* (HQ127712) |
ANND/438/2008* (HQ127715) i
ANNDAOTR2007* (HQ127706)
A/ND/245/2007* (HQ127704)

-3}

ANDI2452007° (HQB32590)
A/IND/413/2007° (HQ127707)
s § A/IND/417/2007* (HQ127708)
70 p AMND/11/2009* (2008) {HQ127717)
AMND/M 372009 (2008) (HQ127718)
A/ND/G/2009* (2008) (HQH27716)
8 | A/INDH 7/2009° (2008) (HQ127719)
A/ND/17/2008* (HQB832592)
ABANBD/SI16/2013 (KRBEI7T3) .
s A/BAN/GA/Sa-197/2013 (KJ754038) |
ANanTUR/203/2015° {FMDI)
& AISAUIS2015
% B.oy A/SAUIZD15
AISAUIA2015
A/SAUNM 2015
aAsauRRo15
& AISAUBIR015
100§ AIND/G4/2004° (HQ127678)
AMND/64/2004* (HO832581)
g0 p A/BHUI4/2003
A/BHU/M0/2003
A/IND/281/2003* (HQB32579)
A/ND/243/04* (FJ617245)
AMND{241/2004* (HQ127679)
AMND/249/2004* (HQH 27680)
s 1 AZIND/249/2004* (HQB32582)
AMND/MB/2005* (HQ127681)
A/ND/161/2003* (HQB3I2578)
AfND/B18/03* (FJB17248)
A/IND/B18/2003* (HQB32580)
30 § AIBHU/27/2003 (FJ755013)
A/BHUM42/2003
AMND/B20/03* (FJ617251)
AMND/447/2005* (HQ832583)
AMND/447/2005° (HQ127685)
ABHU/G2003
ABHUI72003 (FJ755012)
ABHU/M41/2002 (EU414525)
ABHWB2003
ABHUI36/2003
A/ND/256/98° (AF380628)
ASAUNG/ES5 (EU553874)

100

A/IND/40/2000* (1999AF 390646)
Iran-96

lran-99
;]

— g Sea-57
Thai-87

iran-87

Iran-05

EURO-SA
AFRICA

AMND/360/07* (FJ617243) |
AMND/360/2007* (HQ127705) |

G-Vl

ASIA



