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Serotype: O Report date: 15/11/2015

WRLFMD Ref No: HKN/5/2015 Reported by: N.J. Knowles

Batch No: WRLFMD/2015/00026 Checked by: K. Bachanek-Bankowska

Sender Ref: 15-13921(1)

Location: Lung Wo Village No. 2, Clear Water Bay, Topotype: CATHAY

Sai Kung, New Territories, Hong Kong  Genotype/strain: unnamed

Date collected: 18/09/2015 Sequence filename: HKN15-05.SEQ

Date received by WRLFMD: 07/10/2015 Date sequence last updated: 15/11/2015

Date received for sequencing: 10/11/2015 No. of Nt determined: 639

Species: Porcine No. of ambiguities: 0

Material used: RS1 15/10/2015 & RS2 31/10/2015  Gene length: 639

Region sequenced: VP Total no. of comparisons: 4171

RT-PCR primers: O-1C244F/EUR-2B52R Min. no. of nt for comparison: 600

0-1C272F/EUR-2B52R Total turn-around time: 39 days
Sequencing time: 5 days
Comments:
Most Closely Related Viruses
Pos.  Virus name Filename ?:m:l :::lc?: F"?bg %Id. % Difl. Topotype Strain
1 O/MKN/6/2015 HKN15-06 639 639 0 100.00 0.00 CATHAY unnamed
2 OMKNI7/2015 HKN15-07 639 639 0 100.00 0.00 CATHAY unnamed
3 O/HKN/M/2015 HKN1S-01 639 633 0] 99.06 094 CATHAY unnamed
4  O/HKN/2/2015 HKN15-02 639 631 0 98.75 1.25 CATHAY unnamed
5 OQ/MHKN/5/2014 HKN14-15 639 629 0 98.44 1.56 CATHAY unnamed
6 O/MKNH1/2014 HKN14-11 638 628 0 98.28 1.72 CATHAY unnamed
7 O/MKN/4/2014 HKN14-04 639 626 0 9797 203 CATHAY unnamed
8 OQMKN/E/2014 HKN14-06 639 626 0 9797 203 CATHAY unnamed
9  O/MKNA3/2014 HKN14-13 639 625 o 97.81 2.18 CATHAY unnamed
10 O/HKN/5/2014 HKN14-05 B39 625 0 97.81 219 CATHAY unnamed
Most Closely Related Reference Viruses
(see hutp://www.wrifmd.org/fmd_senotyping/prototvpes.him)
Pos. Virus name Filename :;)m:l Sgtlcll?. :]:!n?in ?gl' %Id. %Difl. Topotype Strain
1 OrYunlin/TAW/OT7 (AF308157) TAWS7-B 639 569 0 89.05 1095 CATHAY unnamed
2 OIPHI/7/96 (AJ294926,KM243058)  PHI96-07 639 563 0 88.11 1189 CATHAY unnamed
3  O/HKN/B/83 (AJ294919) HKNB3-06 B37 543 2 8524 1476 CATHAY unnamed
4 O/HKN/21/70 (AJ294911) HKN70A21 637 521 2 8179 1821 CATHAY unnamed
5 O/ND/53/79 (AF292107) IND79A53 B39 512 o 8013 1987 ME-SA unnamed
6  O/TAN/2/2004 (KF561679) TANO4-02 639 511 o 7997 20.03 EA-2 unnamed
7 Q/MAL/1/98 (DQ165074) MALS8-01 639 510 0 79.81  20.19 EA-2 unnamed
8 O/UGA/17/98 (HM211075) UGA98-17 639 510 1] 79.81 2019 EA-4 unnamed
9 O/UGA/3/2002 (DQ165077) UGA02-03 639 510 o 79.81 2019 EA-2 unnamed
10  Q1/Manisa/TUR/E9 (AY593823) TURS9-G 639 510 0 79.81  20.19  ME-SA  unnamed

nt, nucleotides
*, not a WRLFMD reference number
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Serotype: O Report date: 15/11/2015
WRLFMD Ref No: HKN/6/2015 Reported by: N.J. Knowles
Batch No: WRLFMD/2015/00026 Checked by: K. Bachanek-Bankowska

Sender Ref: 15-13921(2)
Location: Lung Wo Village No. 2, Clear Water Bay, Topotype: CATHAY
Sai Kung, New Territories, Hong Kong Genotype/strain: unnamed

Date collected: 18/09/2015 Sequence filename: HKN15-06.SEQ

Date received by WRLFMD: 07/10/2015 Date sequence last updated: 15/11/2015

Date received for sequencing: 10/11/2015 No. of Nt determined: 639

Species: Porcine No. of ambiguities: 0

Material used:; RS1 15/10/2015 & RS2 31/10/2015  Gene length: 639

Region sequenced: VP1 Total no. of comparisons: 4171

RT-PCR primers: O-1C244F/EUR-2B52R Min. no. of nt for comparison: 600

O-1C272F/EUR-2B52R Total turn-around time: 39 days
Sequencing time: 5 days
Comments:
Most Closely Related Viruses
Pos.  Virus name Filename ?:r;]:_t ::{c?:. ;Qn?blc;f %ld. % Difl. Topotype Strain
1 OMHKN/5/2015 HKN15-05 639 639 0 100.00 000 CATHAY unnamed
2 O/HKN7/2015 HKN15-07 639 639 0 100.00 0.00 CATHAY wunnamed
3 O/HKN/1/2015 HKN15-01 639 633 0 9806 094 CATHAY unnamed
4  O/HKN/2/2015 HKN15-02 639 631 0 98.75 1.25 CATHAY unnamed
5 OMHKNM5/2014 HKN14-15  63% 629 0 98.44 166 CATHAY unnamed
6 O/HKN/M1/2014 HKN14-11 639 628 0 58.28 1.72 CATHAY unnamed
7 O/HKN/4/2014 HKN14-04 639 626 0 9797 203 CATHAY unnamed
8 O/HKN/&/2014 HKN14-06 639 626 0 97.97 203 CATHAY unnamed
9  O/HKNM3/2014 HKN14-13 639 625 0 97.81 219 CATHAY unnamed
10 O/HKN/5/2014 HKN14-05 639 625 0 97.81 2.19 CATHAY unnamed
Most Closely Related Reference Viruses
(see htip://'www.wrlfimd.org/ fmd=ﬂenotvp[nglprmnt\-nes.hlm)
Pos. Virus name il z:;;f No.og l\'n‘:bl"gf %Id.  %Diffl Topoype  Strain
1 OfYunlinTAW/ST (AF308157) TAWS7-B 639 569 0 89.05 10.85 CATHAY unnamed
2 Q/PHIT/96 (AJ294926;KM243058) PHI9G-07 639 563 0 88.11 11.89 CATHAY unnamed
3 O/HKN/6/83 (AJ294919) HKN83-06 637 543 2 85.24 1476 CATHAY unnamed
4 O/HKN/21/70 (AJ294911) HKN70A21 637 521 2 81.79 18.21 CATHAY unnamed
5 O/IND/S3179 (AF292107) IND79A53 639 512 0] 80.13 19.87 ME-SA  unnamed
6 OfTAN/2/2004 (KF561679) TANO4-02 639 511 0 79.97 2003 EA-2 unnamed
7 O/MMALM/98 (DQ165074) MAL9B-01 639 510 0 79.81 2019 EA-2 unnamed
8  QMUGAMTE8 (HM211075) UGA98-17 639 510 0 79.81 20.19 EA-4 unnamed
9 Q/UGA/3/2002 (DQ165077) UGAO02-03 639 510 0 79.81  20.19 EA-2 unnamed
10 O1/Manisa/TUR/GY {AY593823) TURS8-G 639 510 0 79.81 2018  ME-SA  unnamed

nt, nucleotides
* not a WRLFMD reference number

Assembled with Report Generator v4.3
i The Pirbright Institute (not to be reproduced without permission)
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Serotype: O Report date: 15/11/2015
WRLFMD Ref No: HKN/7/2015 Reported by: N.J. Knowles
Batch No: WRLFMD/2015/00026 Checked by: K. Bachanek-Bankowska
Sender Ref: 15-13921(3)
Location: Lung Wo Village No. 2, Clear Water Bay, Topotype: CATHAY
Sai Kung, New Territories, Hong Kong  Genotype/strain: unnamed
Date collected: 18/09/2015 Sequence filename: HKN15-07.SEQ
Date received by WRLFMD: 07/10/2015 Date sequence last updated: 15/11/2015
Date received for sequencing: 10/11/2015 No. of Nt determined: 639
Species: Porcine No. of ambiguities: 0
Material used: RS1 15/10/2015 Gene length: 639
Region sequenced: VP1 Total no. of comparisons: 4171
RT-PCR primers: O-1C244F/EUR-2B52R Min. no. of nt for comparison: 600
0O-1C272F/EUR-2B52R Total turn-around time: 39 days
Sequencing time: 5 days
Comments:
Most Closely Related Viruses
Pos. Virus nome Filename Dt SIS .of %id. % Difl. Topotype Strain
comp. match. ambig.
1 O/MHKN/5/2015 HKN15-05 639 639 0 100.00 0.00 CATHAY unnamed
2 QMHKN/BR2015 HKN15-06 639 639 0 100.00 0.00 CATHAY unnamed
3 O/HKNM/2015 HKN15-01 639 633 0 99.06 0.94 CATHAY unnamed
4  O/HKN/2/2015 HKN15-02 639 631 0 98.75 1.256 CATHAY unnamed
5 Q/HKN/15/2014 HKN14-15 639 629 0 08.44 156 CATHAY unnamed
6 O/MKN/M1/2014 HKN14-11 639 628 0 98.28 1.72 CATHAY unnamed
7 OMHKN/4/2014 HKN14-04 639 626 0 97.97 203 CATHAY unnamed
8  O/HKN/62014 HKMN14-06 639 626 0 97.97 2.03 CATHAY unnamed
9  O/MHKN/13/2014 HKN14-13 639 625 0 97.81 219 CATHAY unnamed
10 Q/HKN/S/2014 HKN14-05 639 625 o 97.81 219 CATHAY unnamed
Most Closely Related Reference Viruses
(see hitp://www.wrl f‘md.or_g-'fmd genoly ping/prototy pes.hum)
Pos. Virus name Filename 'c"u"';lg_‘ D :]n?h:;r %Id.  °%Diff. Topolype  Strain
1 OfYunlinfTAW/GT (AF308157) TAWG7--B 639 569 0 89.05 10.95 CATHAY unnamed
2 QIPHIF7I96 (AJ294926,KM243058) PHI96-07 639 563 o B88.11 11.89 CATHAY unnamed
3 O/HKN/B/83 (AJ294919) HKN83-06 637 543 2 8524 1476 CATHAY unnamed
4 O/MHKN/21/70 (AJ294911) HKN70A21 637 521 2 8179 1821 CATHAY unnamed
5 O/ND/53/79 (AF292107) IND79A53 639 512 o 80.13 19.87 ME-SA unnamed
6 O/TAN/2/2004 (KF561679) TANO4-02 639 511 0 7997 20.03 EA-2 unnamed
7 O/MAL/1/98 (DQ165074) MAL98-01 639 510 0 79.81 2019 EA-2 unnamed
8 O/GA/T/98 (HM211075) UGA98-17 639 510 0 79.81 2019 EA-4 unnamed
9 O/UGA/I/2002 (DQ16507T) UGA02-03 639 510 0 7981 2019 EA-2 unnamed
10 Q1/Manisa/TUR/ES (AY533823) TURB9--G 639 510 0 79.81 20.19 ME-SA unnamed

nt, nucleotides
*. not 8 WRLFMD reference number

Assembled with Report Generator v4.3
i) The Pirbright Institute (not to be reproduced without permission)



Report on FMDV O in

Hong Kong SAR in 2015
Batch: WRLFMD/2015/00026

‘ indicates viruses in this batch

Software: MEGA 6.06

Analysis
Analysis Phylogeny Reconstruction
Scope All Selected Taxa
Statistical Method Neighbor-joining
Phylogeny Test
Test of Phylogeny Bootstrap method
No. of Booistrap Replications —— 1000
Substitution Model
Substitutions Type Nucleotide
Model/Method Kimura 2-parameter model

Substitutions to Include
Rates and Patterns

& OHKNB2015
21 & OmMKNT 2015
@ OMKN/5/2015
OMKNM/2015
OMKN/212015
OMKN/52014
OMKNH 172014
OMKN/M312014
OMKN /2044
OMKN/B/2014
OMKN/MAI2014
OMKN/SR2014

N OMKNB2014
OMKN/E2011 (KM243168)
OMHKN/A/2011 (KM243166)
OMKN/A/2011 (KM243165)
OMKN/52011 (KM243167)
OMKN7/2011 (KM243168)
OMKN/B2011 (KM243170)

OMHKN/A/2013 (KM243172)

Rates among Sites
Pattern among Lineages
Data Subset to Use
Gaps/Missing Data Treatment
Codons Included
No. of Sites : 642
No Of Bootstrap Reps = 1000

Only bootstrap values of 70% and above are shown

*, not a WRLFMD Ref. No.

N.J. Knowles, J. Wadsworth & K. Bachanek-Bankowska,

16 November 2015

© The Pirbright Institute

(not to be reproduced without permission)

d: Transitions + Transversions Lz 70l O/HKIN/O/201 4 (KM243171)
) e O/MHKN26/2010 (KM243164)
U"S':’n':z {:f; . OMKN/3/2008 (KM243157)
geneous) OMKN/A/2008 (KM243158)

9 OMKN/1/2008 (KM243155)
& | O/MHKN72/2008 (KM243156)
78| ; OHKNM/2009 (KM243159)

oo | OMHKN/2/2009 (KM243160)

OMKN/3/2007 (KM243152)
100¥ OFHKINA£2007 (KM243153)
OMHKNS2006 (KM243148)
O/HKN/B/2006 (KM243149)
O/MKN/2/2006 (KM243145)
OMKNA/2006 {KM243144)
OMKN/A/2006 (KM243147)
OMKN/24/2005 (KM243142)
OMKN/22/2005 (KM243140)
OMKN/23/2005 (KM243141)
OMKN/3/2006 (KM243146)
OMHKN/25/2005 (KM243143)
OMKN/18/2005 (KM243136)
OMKNA9/2005 (KM243137)
O/MKN20/2005 (KM243138)
OMKNM4/2005 (KM243133)
OMKN/1 772005 (KM243435)
OMKNA2/2005 (KM243132)
OMKN/2004 (DQ164866)
OMKN/12/2004 (DQ164883)
OMKN/0/2004 (DQ164887)
OMKN/1/2002 (DQ164877)

oo | O/HKN/2002 (AF525458)

_:-omvas {AJ294926KM243058)

" ONUNINTAWE? (AF308157)
OMKN/B/B3 (AJ294918)
OMHKN21/70 (AJ294811)
EURO-SA
- |SA-2

—— SA-1

Pairwise deletion
1st+2nd+3rd+Non-Coding

CATHAY



